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Abstract
During the last years increasing evidence implies that 
human cytomegalovirus (CMV) can be attributed to 
human malignancies arising from numerous tissues. 
In this perspective, we will review and discuss the 
potential mechanisms through which CMV infection 
may contribute to brain tumors by affecting tumor cell 
initiation, progression and metastasis formation. Recent 
evidence also suggests that anti-CMV treatment results 
in impaired tumor growth of CMV positive xenografts 
in animal models and potentially increased survival in 
CMV positive glioblastoma patients. Based on these 
observations and the high tumor promoting capacity 
of this virus, the classical and novel antiviral therapies 
against CMV should be revisited as they may represent 
a great promise for halting tumor progression and lower 
cancer deaths. 

Key words: Cytomegalovirus; Oncovirus; Glioblastoma; 
Medulloblastoma; Brain tumor 

© The Author(s) 2015. Published by Baishideng Publishing 
Group Inc. All rights reserved.

Core tip: Cytomegalovirus (CMV) has recently been 
detected in several human cancers. These findings have 
raised several concerns whether this virus is the cause 
or a passenger during oncogenesis. Here we discuss the 
pathogenesis behind CMV infection, its potential as an 
onco- or oncomodulatory-virus and possible modes of 
medical interventions.
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HUMAN CYTOMEGALOVIRUS 
Cytomegalovirus (CMV) is a common virus belonging 
to the herpesvirus family[1], which infects 70%-100% of  
the world’s population. After a primary infection that is 
generally mild or asymptomatic in the immunocompetent 
host, this virus establishes latency and persistence in myeloid 
lineage cells, and periodic asymptomatic reactivations are 
believed to occur during life[1] without clinical signs of  
infection. However, in individuals with a suppressed 
immune system, CMV may cause life-threatening 
infections. Despite a good prophylaxis and surveillance 
program for early detection of  reactivation of  CMV in 
transplant patients, these infections remain to be a clinical 
problem both as an acute infection as well as a cause of  
long-term complications. Patients who have had CMV 
infections in the post-transplant period are at higher risk 
of  developing acute and chronic rejection, cardiovascular 
diseases, bacterial and fungal infections, post-transplant 
diabetes and some malignancies[2-5]. These conditions 
are mainly believed to be mediated by indirect effects 
of  CMV[4], as the virus has been difficult to detect in 
affected organs at time of  diagnosis[6]. However, more 
recently, the use of  sensitive techniques for detection of  
CMV demonstrate that the presence of  CMV in kidney 
grafts is associated with decreased organ function and 
graft survival[7,8], suggesting that this virus causes direct, in 
addition to indirect effects, in the graft. 

Emerging evidences also suggest that CMV is highly 
prevalent in patients with breast, colon, and prostate 
cancer, rhabdomyosarcoma, hepatocellular cancer, salivary 
gland tumors, neuroblastoma and brain tumors[9-25]. Over 
90% of  these tumors have been shown to be positive 
for CMV proteins and nucleic acids as determined by 
methods including in situ hybridisation, PCR, electron 
microscopy, DNA and RNA sequencing, immunostaining 
of  tissue specimens, flow cytometry analyses of  tumor 
cells from surgical resections and western blot analysis. Also 
most neoplastic cells in sentinel lymph nodes of  > 90% 
of  breast cancers have been shown to be CMV positive[26] 
as well as 98% of  brain metastases of  colon and breast 
cancers contain CMV proteins and/or nucleic acids[27]. In 
sharp contrast, CMV proteins are not detected in healthy 
tissues surrounding CMV positive tumors or metastases. 
These observations suggest that this virus does not 
represent an epiphenomenon of  CMV positive tumors, 
but rather that it may directly aid in tumor progression 
or even in the initiation and cancer development. As 
CMV proteins are mainly confined to metastatic cells in 
metastases of  breast and colon cancer[26,27], CMV may 
be maintained within cells that initiate the development 
of  the metastasis. However, the role of  CMV in tumor 
initiation, progression and metastasis formation needs 
to be further thoroughly examined in depth since some 
researchers have failed to detect CMV in tumors[28-33]. 
This causes confusion in the field and voices have been 
raised that the presence of  CMV in tumors is false 
and based on artefact data. However, stimulation of  
dendritic cells with glioblastoma tumor lysates leads 

to expansion of  CMV specific T cells in glioblastoma 
patients and CMV pp65 specific T cells can kill autologous 
glioblastoma cells in vitro. This suggests that CMV epitopes 
are present in glioblastoma tumors[34,35]. The inconsistency 
in the detection of  CMV in tumors samples between 
laboratories is most likely due to differences in the sample 
preparations, control specimens and sensitivity of  the 
methods employed for the detection of  CMV nucleic 
acids or proteins. Therefore studies to search for CMV 
in tumors should be based on techniques that have been 
developed and proven to work in tumor specimens.  

HUMAN MALIGNANT BRAIN 
TUMORS; GLIOBLASTOMA AND 
MEDULLOBLASTOMA
Human brain tumors are diverse neoplasms that currently 
include more than 120 different clinopathological 
entities[36]. Glioblastomas and medulloblastomas are the 
most frequently occurring malignant brain tumors in 
adults and children, respectively. Gliomas accounts for 
approximately 75% of  all primary brain tumors, whereas 
medulloblastoma is the most common solid childhood 
tumor[37,38]. The median age of  diagnosis of  gliomas is 64 
years whereas for medulloblastomas about 99% of  the 
tumors are detected in early childhood or adolescence[36,39].

Gliomas are histopathologically classified as ependy-
nomas, astrocytomas, oligodendrogliomas and mixed 
oligo-astrocytomas and graded with regard to malignancy 
as Grade Ⅰ-Ⅳ. Grade Ⅲ (anaplastic astrocytomas) 
and Ⅳ gliomas [glioblastoma (GBM); glioblastoma 
multiforme] account for approximately 82% of  cases and 
are considered malignant or high-grade gliomas[39]. The 
current standard of  care for malignant gliomas includes 
surgical resection, radiation therapy with concomitant and 
adjuvant chemotherapy[40]. Despite aggressive treatment 
approaches, the median survival for patients diagnosed 
with Grade Ⅳ glioblastoma is 16 to 19 mo with 25%-30% 
of  the patients alive 2 years after treatment[41].

Malignant gliomas are heterogenous tumors with 
different clinical and molecular signatures. Glioblastomas 
have been divided into four molecular subtypes charac-
terized by abnormalities in PDGFRA/IDH1, EGFR, and 
NF1 that represent the proneural, classical and mechencymal 
subtypes, respectively[42]. In addition, a fourth transcriptional 
subtype termed neural subtype is characterized by high 
expression of  neural markers like NEFL, GABRA1, SYT1, 
and SLC12A5[42]. Many of  the molecular abnormalities 
overlap between the different glioblastoma subtypes and 
additional rare mutations and chromosomal aberrations 
have been described, adding to the heterogeneity of  
glioblastomas. Cells of  origin for glioma are not clearly 
identified but neural stem cells and oligodendrocyte 
precursor cells that both derive from a neuroepithelial 
cell, have been suggested[43].  

Medulloblastomas are also a compilation of  mole-
cular and clinical diverse tumor types that arise either 
in the cerebellum or brainstem[44]. These tumors are 
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highly malignant and current treatment of  patients with 
medulloblastoma consists of  surgery, whole brain and 
spinal cord radiation (in patients above 3 years) and 
aggressive chemotherapy, sometimes followed by stem 
cell transplantation[44]. Even though long-term survival 
among medulloblastoma patients is 60%-70%, the 
patients frequently experience disease or treatment related 
complications including developmental, neurological, 
neuroendocrine, and psychosocial deficits[45]. Although 
medulloblastomas contain significantly less mutations 
than adult cancers[46], specific subsets have been identified 
and aberrant expression of  key molecules regulating 
developmental signaling cascades, oncogenic drivers and 
mutations in tumor suppressor genes, have been described, 
such as alterations of  the Shh and Wnt signaling pathways, 
overexpression of  MYC, MYCN and activation of  growth 
factor independent 1 family proto-oncogenes, GFI1 and 
GFI1B by enhancer hijacking[44,47-49]. However, since many 
medulloblastoma tumors have no apparent mutations 
of  any known cancer gene, it has been suggested that 
epigenetic changes or other etiological factors including 
infections also may be responsible for tumor initiation and 
progression[9,44,46,50].

Medulloblastomas have been linked to disordered 
mechanisms of  normal development and medulloblastoma 
cells retain many features resembling precursor cells 
of  the embryonic brain. Approximately half  of  these 
tumors contain abnormal activation of  the developmental 
signalling cascades, Shh and Wnt[51,52]. Moreover, activation 
of  the PI3K/Akt signalling pathway has been shown 
to be important for initiation and proliferation of  
medulloblastoma[53-55]. Molecular analysis have shown 
that there are four major medulloblastoma subgroups 
(Wnt, Shh, Group 3 and Group 4[44]). These subgroups 
are distinct in tumor cell histology and biology and 
exhibit divergent clinical phenotypes. Different subtypes 
of  medulloblastoma are also believed to have distinct 
cellular origins. One subtype originates from cerebellar 
granule neural precursor cells located in the external 
granular layer of  the cerebellum as a result of  aberrant 
Shh signalling[56,57]. A subpopulation of  cells from these 
tumors is positive for the progenitor markers Math1 and 
CD15[58]. A different medulloblastoma subtype arises 
outside the cerebellum, likely from cells of  the dorsal 
brainstem and is dependent on Wnt signalling. These 
tumors contain aberrantly proliferating Zic (+) precursor 
cells[59]. Finally, evidence of  a third medulloblastoma 
subtype deriving from CD133-positive (Prom1) cerebellar 
stem cells has also been proposed. These tumors contain 
elevated Myc expression[60,61]. 

Many malignant gliomas and medulloblastomas are 
hence thought to initiate from precursors cells within the 
CNS by sequential and cumulative genetic alterations or 
developmental errors[43,49,62]. Rare hereditary syndromes 
including Cowden, Turcot, Li-Fraumeni, tuberous 
sclerosis, neurofibromatosis and schwannomatosis have 
been associated with increased risk of  glioma, whereas 
increased risk of  medulloblastomas have been observed 
in individuals with Turcot, Gorlin and Li-Fraumeni 

syndromes[62]. However, the etiology behind the vast 
majority of  gliomas and medulloblastomas still remain 
largely unknown and no fundamental environmental 
factors, except ionizing radiation that is associated 
with increased risk for glioma development, has been 
convincingly demonstrated[37]. On the other hand, it seems 
to be a strong inverse relationship between atopic diseases 
and glioma[63]. Both glioblastomas and medulloblastomas 
express high levels of  cyclooxygenase-2 (COX-2) that 
catalyzes conversion of  arachidonic acid to prostaglandins 
and other eicosanoids with concomitant secretion of  
proinflammatory prostaglandin E2 (PGE2)[64-66]. In gliomas, 
the level of  COX-2 expression is directly correlated 
to glioma grade and associated with shorter survival in 
glioblastoma patients[65]. Non-steroidal anti-inflammatory 
drugs, capable of  inhibiting cyclooxygenase, significantly 
suppress the growth of  glioblastoma and medulloblastoma 
in preclinical models[9,64,66]. Also, short-term use (< 10 
years) of  anti-inflammatory medication is associated with a 
protective effect against glioblastoma[67]. Taken together, this 
suggests that brain tumors are at least partly dependent on 
an inflammatory microenvironment in order to proliferate 
and progress. 

An inflammatory microenvironment can be induced 
directly by tumor cells through activation of  oncogenes 
that activate transcriptional programs leading to the 
production of  pro-inflammatory eicosanoids, cytokines and 
chemokines that attract different immunological cells to the 
surrounding tumor microenvironment. Inflammation in the 
tumor microenvironment can also be caused indirectly by 
viral and microbial infections, autoimmune diseases, and 
dietary products[68]. Tumor-related inflammation is hence 
important for tumor cells to sustain a proliferative state, 
escape apoptosis and enhance angiogenesis, metastasis 
and suppression of  the immune system[68].

CMV'S POTENTIAL ROLE IN BRAIN 
TUMORS: CMV PROTEINS CONFER BOTH 
ONCOMODULATORY AND ONCOGENIC 
FUNCTIONS
In the light of  the above description of  the phenotypic and 
molecular diversity of  gliomas and medulloblastomas, and 
their different sites of  origin in the brain, it is interesting 
to note that most of  glioblastomas and medulloblastomas 
appear to be CMV positive. The presence of  CMV 
proteins in medulloblastoma and glioblastoma hence 
raise questions whether this virus plays an important role 
in tumor initiation and/or progression of  these tumors. 
CMV is not a typical oncogenic virus, but CMV proteins 
provide many mechanisms that can promote tumor 
biology relevant mechanisms. During the evolution, there 
has been a strong evolutionary pressure on CMV to cope 
with and survive the attacks by the immune system and 
to create efficient virus factories. CMV was believed to 
encode for approximately 180 proteins, of  which only 
about 45 have been estimated to be essential for virus 
replication[69-72]. A more recent study based on ribosomal 
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synthase 3β (GSK-3β) activity, resulting in an accumulation 
of  β-catenin and increased expression of  Wnt target genes 
involved in the control of  cell proliferation[92]. US28 also 
induces STAT3 phosphorylation through IL-6 production, 
which correlates with poor survival in GBM patients[93]. 
Analysis of  clinical GBM samples in situ showed co-
localization of  US28 with phosphorylated STAT3, COX-2, 
VEGF and e-NOS, and US28 can induce cellular migration 
in vitro, which suggests that US28 may contribute to tumour 
invasiveness and angiogenesis in vivo[77,93,96]. CMV protein 
expression in mucoepidermoid cancer also correlated with 
activation of  known oncogenic pathways such as EGFR, 
ERK and amphiregulin, and protein expression was 
related to severity[97]. These experimental data suggest a 
direct molecular link between the expression of  US28 and 
tumorigenesis. In addition, US28 has also been shown to 
activate the transcription factor nuclear factor B (NF-Kβ), 
a critical regulator of  immunity, stress responses, apoptosis, 
cellular differentiation and migration[96]. 

More recently, the microenvironment at the tumor 
site and the potential close connection to inflammation 
has received increasing attention, and there seems to be a 
close link between inflammation and tumor development. 
COX-2 and PGE2 are over-expressed in a number of  
different cancers and high COX-2 expression is often 
correlated with poor prognosis[66,98]. CMV infection 
induces COX-2 and 5-lipoxygenase (5-LO) expression 
and mediate production of  PGE2 and leukotrienes that 
are both potent inflammatory mediators[99,100]. PGE2 also 
induces cellular proliferation, angiogenesis, inhibition of  
apoptosis and stimulation of  invasion, and can contribute 
to the generation of  a tumour promoting inflammatory 
microenvironment[98]. Interestingly, we observed a clear 
association between CMV protein expression and COX-2 
expression in medulloblastoma, suggesting that CMV may 
control COX-2 expression in these tumors[9]. Viruses could 
also by their sole presence induce an immune response 
through expression of  non-self  peptides to T cells and 
create an inflammatory microenvironment.

Epithelial cells can undergo a transition into mesen-
chymal cells [epithelial to mesenchymal transition (EMT)], 
involving a series of  events resulting in the loss of  cell-to-
cell contacts and dramatic remodelling of  the cytoskeleton. 
In addition to its role in normal physiological development, 
recent data implicates a role for EMT and mesenchymal 
to epithelial transition (EndoMT) in tumor pathology, 
particularly in regards to metastatic capacity of  epithelial 
tumors. A major factor that regulates the EMT process is 
transforming growth factor beta (TGFβ). CMVs ability 
to induce TGFβ provides a role of  this virus to facilitate 
the EMT process[101]. In support of  this hypothesis, 
CMV infected epithelial cells treated with TGFβ in vitro, 
were shown to undergo morphologic and transcriptional 
changes similar of  EMT; this also occurred in uninfected 
cells[102]. CMV infected epithelial cells can also activate 
extracellular latent TGFβ1 through induction of  
metalloproteinase 2 (MMP-2), which was proposed to be 
mediated by the CMV proteins CMV IE72 or IE86[102]. 
Induced MMP-2 activity could also in theory mediate 

profiling suggests that 751 unique CMV proteins are 
translated in infected cells[73]; if  true, this virus is far more 
complex than previously appreciated. However, regardless 
of  the exact number of  CMV proteins that are encoded by 
this virus, the vast majority of  CMV proteins must confer 
other functions during the virus life cycle than ensuring 
replication and formation of  new virus particles. Several 
CMV encoded proteins can under certain circumstances 
initiate cellular transformation or through other ways aid in 
tumour development and provide mechanisms representing 
the cornerstones of  hallmarks of  cancer[74]. 

The concept of  a role of  CMV in cancer is not new. 
Already in the 1970’s, Fred Rapp’s group reported the 
frequent presence of  CMV in prostate cancer, and isolated 
a virus strain from tumors that was oncogenic in vitro and in 
immunodeficient mice[75]. However, in several later studies, 
CMV failed to transform normal human cells, wherefore 
this virus was not considered to be oncogenic. The classical 
view implies that oncoviruses encode gene products that can 
induce cellular transformation under certain circumstances, 
e.g., HPV, SV40, EBV, Hepatitis B and adenoviruses. For 
CMV, the term oncomodulation has instead been proposed 
to describe the indirect influence of  CMV on tumorigenesis 
(reviewed in[6,76,77]). Oncomodulation is defined as the 
ability to promote, in an appropriate genetic environment 
supplied by tumor cells, an oncogenic process characterized 
by disruptions in intracellular signalling pathways, 
transcription factors and tumor suppressor proteins. For 
example, CMV proteins control the cell cycle, induce 
telomerase activity, inhibits apoptosis, induce angiogenesis 
and cellular migration and hence provide oncomodulatory 
mechanisms[76-79]. Furthermore, CMV proteins can promote 
stemness by blocking cellular differentiation and interact 
with the DNA damage response pathway to alter the cell 
cycle (reviewed in[77]). CMV proteins induce expression of  
oncogenes, control expression of  tumor supressors, induce 
specific chromosomal breaks and p53 mutations, inhibit 
DNA repair mechanisms, control epigenetic functions and 
cellular proliferation[80-82], and provide immune evasion 
strategies[83-85]. 

Experimental data also suggest that CMV can be 
oncogenic. A gene region of  the CMV genome, the 
transforming region Ⅱ (mtrⅡ), a 980-bp sequence, 
was first shown to transform rodent fibroblasts[86-90]. 
Expression of  the CMV proteins IE72 or IE86 together 
with the adenovirus E1A protein can induce cellular 
transformation through a “hit and run” mechanism[91]. 
The CMV IE proteins can bind to p53, Rb and degrade 
p21, and thereby modulate cell cycle regulation, induce 
telomerase activity[78] and downregulate tumor suppressor 
proteins, which may aid in oncogenic transformation[77]. 
The CMV protein US28, a G coupled chemokine receptor 
homologue, has several characteristics resembling a viral 
oncoprotein[92-95]. Expression of  US28 in NIH3T3 cells 
renders them tumorigenic upon injection in nude mice[94,95], 
which involves induced COX-2 expression and VEGF 
production[95]. Furthermore, transgenic mice expressing 
US28 only in intestinal epithelial cells developed intestinal 
adenomas and adenocarcinomas[92], by inhibiting glycogen 

4

Söderberg-Nauclér C et al . Cytomegalovirus and human brain tumors



February 20, 2015|Volume 5|Issue 1|WJEM|www.wjgnet.com

degradation of  the extra cellular matrix[103], which would 
further aid in the formation of  a metastasis. In addition, 
CMV US28 can interfere with the activity of  expression 
of  GSK3β, which is known to phosphorylate and control 
the stability of  key oncogenic transcription factors 
such as the Smads and Snail that can trigger an EMT 
program. Furthermore, virus induced COX-2 expression, 
and activation of  Ras/Erk and PI3K/AKT signalling 
pathways may further induce and maintain a viscous 
paracrine loop leading to possible cellular invasion into 
surrounding stroma.

POTENTIAL TREATMENT OPTIONS 
TARGETING CMV IN BRAIN TUMORS
We found CMV DNA and proteins in 92% of  primary 
medulloblastoma tumors and in 99% of  glioblastomas 
and also detected the virus in eight of  eight examined 
medulloblastoma cell lines, grown in culture for decades[9]. 
When the medulloblastoma cells were implanted 
subcutaneously in immunodeficient mice, all tumors 
were CMV protein positive; a majority of  the tumor cells 
expressed CMV IE proteins[9]. We found CMV proteins 
in medulloblastoma cells in culture expressing CD133 and 
CD15, which are proposed markers of  medulloblastoma 
stem cells. The cancer stem cell hypothesis states that 
only a subpopulation of  cancer cells have self-renewing 
ability and the capacity to give rise to tumours[104]. Such 
cancer stem cells or tumour initiating cells (TICs) exhibit 
an immature phenotype, e.g., expression of  pluri-/
multipotency associated transcription factors[105], a slower 
proliferation rate and increased resistance to cancer 
therapy relative to more differentiated cancer cells[106]. In 
theory, TICs could either be directly infected by CMV as 
immature cells or represent a dedifferentiated mature cell 
with a potential ability to affect tumorigenesis and EMT. 
CMV infected tumor cells undergoing EMT may detach 
from adjacent cells and potentially enter the circulation 
via the lymphatic system or the blood stream. It is 
possible that CMV positive tumor cells in primary breast, 
prostate and colon tumors can undergo EMT to obtain 
stem cell characteristics, i.e., a potential TIC/ EMT cell 
will circulate, undergo the reverse process of  EndoMT 
as metastases are developing in lymph nodes or distant 
organs such as the brain. If  CMV resides in TICs, it would 
explain why all xenografted tumors were virus positive, 
although only a minority of  medulloblastoma tumor cells 
in culture expressed CMV proteins[9]. If  this holds true, 
drugs targeting CMV infection may not only be beneficial 
to inhibit primary tumor growth but may also reduce 
the capacity of  the tumour to become invasive as it may 
selectively kill the TICs. Such scenario implies that most 
stages of  tumor development, primary growth, migration, 
invasion, intravasation and potentially metastasis may be 
sensitive to anti-viral drugs making CMV an ideal target 
for therapeutic intervention. 

Hence, regardless if  CMV plays a role in the develop-
ment of  tumors, CMV has been detected in brain tumors 

such as glioblastoma and medulloblastoma and virus 
infected tumor cells may therefore represent a new target 
of  therapy. In support of  this hypothesis, we showed that 
animals carrying CMV positive human medulloblastoma 
or neuroblastoma tumors that were treated with anti-
CMV drugs had significantly smaller tumors than placebo 
treated animals[9,107]. A synergistic effect was observed with 
a COX-2 inhibitor, which resulted in a 72%-97% reduced 
medulloblastoma tumor growth in vitro and in vivo[9]. Both 
COX-1 and COX-2 inhibitors are efficient anti-viral drugs 
that prevent the replication of  CMV[99,108]. Thus, antiviral 
drugs and COX-2 inhibitors may act synergistically to 
affect the growth of  CMV positive tumors[9]. Interestingly, 
a number of  recent studies demonstrate that Aspirin, a 
non-selective COX- inhibitor, significantly prevents cancer 
development and metastases[109-113]. With current data at 
hand, it cannot be excluded that some of  the preventive 
effect of  COX-2 inhibitors involves CMV mediated tumor 
mechanisms. 

Treatment of  GBM xenograft tumors with the anti-
CMV drug Cidofovir also reduced tumor growth, although 
a CMV independent mechanism was observed[114]. 
Importantly, treatment of  50 glioblastoma patients who 
received anti-CMV treatment as an add-on to standard 
therapy at Karolinska University Hospital as adjuvant 
treatment demonstrate a remarkably high survival: the 
2 year survival was 70% among 40 patients receiving 
6 mo of  anti-viral therapy and as high as 90% among 
patients with continuous treatment (n = 25) compared 
with 18% in contemporary controls (n = 137); median 
OS was 56.4 mo compared with 13.5 mo in controls 
in the latter group (P < 0.0001[115]). These observations 
call for a deeper understanding of  CMVs role in cancer 
and whether this virus is a novel target in anti-cancer 
therapy. Also, anti-CMV drugs used as an add-on therapy 
should be further analysed in larger glioblastoma patient 
populations to give robust statistical data in randomised 
trials to confirm or dismiss the use of  valganciclovir in 
these patients. The presence of  CMV in glioblastoma 
would also imply that immunotherapy protocols that target 
CMV epitopes expressed in the tumor can be exploited 
as cancer therapy[116-118]. Several immunotherapy protocols 
are currently under evaluation in clinical trials to evaluate 
different CMV based protocols for glioblastoma patients; 
these need to also consider the immunosuppressive state 
of  glioblastoma patients.

Several studies indicate that GBM patients exhibit 
functional impairments of  their T cell functions[119,120]. 
However, polyfunctional CMV specific T cells can be 
restored by in vitro stimulation with CMV antigens and 
gamma C cytokines. It was recently demonstrated the 
CMV pp65 specific T cells can kill autologous glioblastoma 
cells in vitro[35], and that immunotherapy using CMV 
specific T cells was associated with prolonged survival 
in a single patient[18]. This suggests that adoptive therapy 
of in vitro expanded T cells may be a preferred protocol 
to be used to overcome the problem of  unresponsive T 
cells in vivo, although T cell activation may be possible 
to overcome by the right stimulus also in vivo. Today 
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two clinical studies are open for enrolment of  GBM 
patients; one is testing genetically modified CMV specific 
cytotoxic cells for recurrent GBM; a chimeric antigen 
receptor recognizes human epidermal growth factor 
receptor 2 coupled to CD28. The other is based on DC 
vaccination together with a monoclonal antibody against 
CD25 aimed to inhibit IL-2 signalling. Results from these 
trials are expected in 2015 and 2016, respectively, and 
currently results from two other studies that are closed 
for recruitment are also awaited in the near future. Most 
likely, future protocols will have to evaluate the effect of  
immunotherapy in combination with anti-viral therapy 
for CMV to obtain optimal anti-CMV effects in cancer 
patients. 

CONCLUSION
In summary, emerging data suggest that CMV may play 
a pathogenic role in cancers of  epithelial and neuronal 
origin. Under such circumstances, anti-viral treatment 
strategies may provide new options in cancer therapy of  
CMV positive tumors and metastases to improve patient 
outcome. 
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Abstract
Gene therapy appears as a promising strategy to treat 

incurable diseases. In particular, combined gene therapy 
has shown improved therapeutic efficiency. Internal 
ribosome entry sites (IRESs), RNA elements naturally 
present in the 5’ untranslated regions of a few mRNAs, 
constitute a powerful tool to co-express several genes 
of interest. IRESs are translational enhancers allowing 
the translational machinery to start protein synthesis 
by internal initiation. This feature allowed the design of 
multi-cistronic vectors expressing several genes from a 
single mRNA. IRESs exhibit tissue specificity, and drive 
translation in stress conditions when the global cell 
translation is blocked, which renders them useful for 
gene transfer in hypoxic conditions occurring in ischemic 
diseases and cancer. IRES-based viral and non viral 
vectors have been used successfully in preclinical and 
clinical assays of combined gene therapy and resulted 
in therapeutic benefits for various pathologies including 
cancers, cardiovascular diseases and degenerative 
diseases. 

Key words: Vector; Gene transfer; Internal ribosome 
entry site; Gene therapy

© The Author(s) 2015. Published by Baishideng Publishing 
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Core tip: Combined gene therapy has emerged for a few 
years as a promising strategy to improve treatments of 
many diseases including cancer, cardiovascular diseases 
and degenerative diseases. In this context, internal 
ribosome entry site (IRES)-based vectors provide a 
powerful system to co-express several therapeutic genes 
from the same transcription unit. IRESs are translational 
enhancers, exhibiting tissue-specificity, and activated 
by stress. Different IRES-based vectors including 
plasmids, adeno-associated virus-derived and lentiviral 
vectors have been used successfully in many preclinical 
protocols of gene therapy. Moreover the few clinical 
assays launched with IRES-based multicistronic vectors 
resulted in therapeutic benefits.
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INTRODUCTION
Combined gene therapy has appeared for a few years as an 
attractive approach to optimize the therapeutic benefits 
of  gene transfer. In the field of  cancer, the first examples 
of  antitumoral cooperative effect have been provided 
by co-expression of  the co-stimulation molecules CD70 
and CD80, and of  the two anti-angiogenic factors, 
angiostatin and endostatin, respectively[1-4]. Synergistical 
effects have also been obtained with co-expression 
of  angiogenic growth factors generating therapeutic 
angiogenesis in ischemic diseases. This rational has 
been proven first with co-administration of  vascular 
endothelial growth factor A (VEGFA) and angiopoietin 
as recombinant proteins as well as by co-administration 
of  two plasmids coding these growth factors[5]. A few 
years later, combination of  recombinant fibroblast growth 
factor 2 (FGF2) and PDGF-B also improved hindlimb 
ischemia in rats whereas a bicistronic vector expressing 
FGF2 and VEGFA efficiently induced vessel formation 
in a mouse angiogenesis assay[6,7]. These studies launched 
the concept of  combined biotherapy. They also revealed 
that combined gene therapy is a promising therapeutic 
approach, allowing long term efficiency of  treatments 
compared to recombinant proteins whose half  life is often 
very short. 

Internal ribosome entry sites (IRESs) are translational 
enhancers naturally present in a series of  mRNAs, 
mediating internal initiation of  translation when present 
between the genes of  interest (Figure 1). IRESs thus 
allow the design of  multicistronic expression cassettes 
resembling bacterial operons, able to drive translation 
of  several genes coded by the same mRNA[8]. We have 
demonstrated that the use of  IRES-based vectors co-
expressing two genes of  interest allows stable transgene 
expression with a constant ratio of  the proteins of  
interest, in contrast to the use of  two different plasmids 
expressing each transgene[9]. Actually, a bicistronic IRES-
based vector co-expressing FGF2 and Cyr61 has revealed 
more efficient to generate therapeutic angiogenesis at 
low doses than the monocistronic vectors expressing 
large amounts of  only one of  these angiogenic factors[10]. 
It must be underlined that the IRES-based vector had 
no side effects on promotion of  tumoral angiogenesis 
in contrast to the monocistronic ones, a very important 
feature for increased safety in clinical assays. These 
observations prompted us to deepen the features of  
IRESs applicable to vectorology and assess progress made 
in the field of  gene transfer and combined gene therapy 
clinical assays using IRES-based vectors. 

IRESS, TRANSLATIONAL ACTIVATORS 
FOR COMBINED TRANSGENE 
EXPRESSION
At a time when it was admitted that initiation of  translation 
in eukaryotes required recognition of  the capped mRNA 
5’ end to recruit ribosomes, translation of  the uncapped 
picornavirus mRNAs from an internal start codon 
remained a mystery. Indeed, the so-called ribosome 
scanning mechanism predicted that ribosomes bound to 
the mRNA 5’ end scanned the mRNA molecules until 
they recognized an AUG codon[11,12] (Figure 1). The event 
of  internal ribosome binding was thought impossible. 
This puzzle raised by picornaviruses was solved by the 
discovery of  RNA elements, called IRES, present in the 
5’ untranslated regions of  their mRNAs, which allow 
internal recruitment of  ribosomes[13,14]. The dogma of  the 
scanning mechanism was thus broken. In addition, it was 
quickly extended to cellular mRNAs as the first cellular 
IRES was discovered three years later in the BiP mRNA, 
coding for the immunoglobulin chaperone also known as 
GRP78[15]. This discovery was followed by the finding of  
several other IRESs in cellular mRNAs, in particular in 
the mRNAs of  angiogenic growth factors such as FGF2, 
proto-oncogenes such as c-myc, pro and anti-apoptotic 
proteins such as X chromosome-linked inhibitor-of-
apoptosis protein and apoptotic peptidase activating 
factor 1[16-20]. IRESs were also found in retroviruses, 
whose mRNAs are capped as cellular mRNAs, leading to 
the design of  IRES-containing retroviral vectors[21,22].

The existence of  IRESs in capped cellular mRNAs 
asked the question of  their pathophysiological function[23]. 
Actually, several reports showed that IRESs from cellular 
mRNAs are regulated in various physiological processes 
including cell differentiation, spermatogenesis, neurone 
plasticity[24-27]. Several IRESs are also activated during cell 
cycle mitosis[28,29]. Recent reports have also shown that 
IRESs are aberrantly activated in tumor cells, and are thus 
involved in dysregulation of  gene expression in cancer[30]. 
Furthermore, cellular IRES activity is stimulated in stress 
conditions such as apoptosis and hypoxia when cap-
dependent translation is blocked[31-36].

IRES-dependent internal initiation of  translation 
reminds the prokaryotic initiation mechanism which can 
translate polycistronic mRNAs[37,38]. This observation 
gave the idea that such operons could be created in 
eukaryotes using IRESs to design expression vectors[39]. A 
large majority of  expression vectors allow co-expression 
of  two genes under the control of  two promoters. 
However such an approach has revealed that one of  the 
genes may be silenced despite of  the expression of  the 
other one even though it expresses an antibiotic[40]. This 
can result from competition between the two promoters or 
counterselection of  the gene of  interest in case of  toxicity 
or of  cell growth inhibition. In such a context, IRESs have 
been used to generate transgene co-expression under the 
control of  a single promoter (Figure 2).
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The first retroviral tricistronic IRES-based vector 
appeared in 1992, providing an exciting potential for 
gene therapy[41]. This vector successfully co-expressed 
adenosine desaminase with neomycin (NEO) resistance 
and chloramphenicol acetyltransferase reporter genes, 
using the two picornavirus IRESs from poliovirus and 
encephalomyocarditis virus (EMCV), respectively. Two years 
later, a therapeutic tricistronic vector expressing the two 
interleukin-12 subunits with NEO validated the concept of  
IRES-based vectors to co-express two subunits of  a protein 
with an adequate stoechiometry together with a resistance 
gene[42]. In the following years, bicistronic vectors were used 
successfully to select cell clones expressing a protein of  
interest with a resistance gene, preventing the problems 
generated by the use of  two promoters[40,43]. 

TISSUE-SPECIFICITY OF CELLULAR 
IRESS
Most IRES-based vectors developed up to now use 
picornavirus IRESs, based on the strong efficiency 
of  such IRESs in transient transfection, compared to 
cellular IRESs. It has been observed that cellular IRESs 
often exhibit a low efficiency in transiently transfected 
cells. Such a feature may result from the cell and tissue 
specificity of  the cellular IRES activities. Actually, the 
FGF2 IRES activity varies with the cell type, the lowest 
being in fibroblasts, and the highest in neuroblastoma 
and osteosarcoma cells[44]. Similar variations have been 
observed for other cellular IRESs[45] (Creancier L and 
Prats AC, unpublished results). The strongest regulation 
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Figure 1  Cap-dependent and internal ribosome entry 
site-dependent initiation, two alternative mechanisms 
of translation. A: The so-called cap-dependent ribosome 
scanning mechanism predicts that ribosome 40S subunit 
binds to the mRNA 5’ end. Ribosome binding requires the 
initiation factor 4F (eIF-4F, composed of the three proteins 
eIF-4E, -4A and -4G). Then the mRNA is unwound under 
the control of the helicases eIF-4A and -4B, allowing the 
ribosome to scan the mRNA until recognition of an initiation 
codon (classically AUG)[11,12]; B: When an Internal ribosome 
entry site (IRES) is present in the mRNA 5’ untranslated 
region, IRES trans-acting factors (ITAFs) allow ribosome 
40S internal recruitment, independently of the presence of 
cap and eIF-4F. The IRES-dependent mechanism occurs in 
the case of picornavirus uncapped mRNAs as well as for 
cellular capped mRNAs.

Figure 2  Internal ribosome entry site-based multicis-
tronic vector concept. The internal ribosome entry site 
(IRES)-based expression cassette contains several genes, 
separated by IRESs, under the control of the same promoter 
(Pr). This transcription unit gives rise to a single mRNA 
coding the different genes. Translation initiation occurs 
at the 5’ end by the cap-dependent mechanism, resulting 
in translation of the first open reading frame (ORF, Gene 
A ). Internal initiations of translation occur at each IRES, 
resulting in translation of the other ORFs (Genes B  and C ). 
Thus the multicistronic mRNA generates several proteins 
from a single transcription unit, allowing more stable long 
term expression and stable transgene ratio[9,48]. For each 
ORF, initiation (AUG) and termination (STOP) codons are 
indicated.
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1α (HIF1α), the key of  the cell response to hypoxia that 
induces transcription of  all the genes containing a hypoxia 
responsive element (HRE) in their promoters[51]. This 
IRES allows HIF mRNA translation to be activated during 
hypoxia despite of  the blockade of  global translation[32,52]. 
Such activation occurs under the control of  an ITAF, the 
pyrimidine tract binding protein, also known as a regulator 
for various IRESs[52,53].

An important consequence of  hypoxia is the stimulation 
of  angiogenesis in order to generate new vessels able to 
restore the cell supply with oxygen. This process occurs in 
cancers when cells in the tumor core are oxygen deprivated, 
as well as in ischemic diseases such as heart and lower 
limb ischemia when tissues are not any more irrigated 
due to artery occlusion. Strikingly, the major angiogenic 
factors VEGFA (vascular endothelial growth factor A), 
FGF1 and FGF2, possess IRESs in their mRNAs[20,47,54-56]. 
VEGFA expression, transcriptionally induced by HIF1α, 
is also translationally enhanced via the IRES in hypoxic 
tumors and in ischemic mouse legs[31,32,36]. In contrast 
to VEGFA, FGF2 is not induced transcriptionally by 
hypoxia but its synthesis is translationally induced by 
the IRES-dependent mechanism in ischemic tissues[31,33]. 
The same phenomenon has been observed for the major 
lymphangiogenic factor VEGFC, induced by hypoxia 
at the translational level via an IRES, but not at the 
transcriptional level, in tumors and lymph nodes[36,57]. 
FGF2 and VEGFC induction is exclusively translational 
and HIF-independent, revealing that IRESs provide an 
alternative HIF-independent way of  response to hypoxia.

On a biotechnological point of  view, the sensitivity 
of  IRESs to hypoxia may be an advantage for several 
applications. Gene transfer vectors can benefit from 
this feature as the presence of  IRESs allows increased 
transgene expression in ischemic conditions in vivo. Once 
again, one can see that data from basic research have 
to be taken into account in the design of  optimized 
expression cassettes. The use of  IRES-based vectors seems 
particularly adequate for gene therapy of  ischemic diseases 
and cancer, as in both cases the transgenes have to be 
expressed in hypoxic conditions.

BIOMEDICAL APPLICATIONS OF IRESS
IRESs have found biomedical applications for several 
years. As mentioned above, the first biomedical use of  
IRESs in an expression vector has been co-expression 
of  subunits of  a therapeutic protein with a gene of  
resistance, as shown for interleukin 12 subunits with a 
gene of  resistance[42]. However this application is limited 
to therapeutic genes composed of  several subunits. In 
addition, the use of  resistance genes is not recommended 
as it may prevent the use of  the vector in a clinical assay. 

Another application of  IRESs raised during the 
last decade, resulting form the emerging concept of  
combined gene therapy. Several studies have validated 
this concept using a cocktail of  two vectors to transfer 
two genes simultaneously. This has been particularly 

of  cellular IRESs has been shown in vivo, in transgenic 
mice expressing bicistronic dual luciferase constructs 
containing different IRESs. Clearly, the EMCV IRES was 
active in most tissues and organs, while the FGF2 IRES 
was very low in most organs except for testis and brain 
where its activity increased 200 to 400 times, at least 10 
times higher than the EMCV IRES activity[44]. A similar 
behavior was observed with other cellular IRESs such as 
c-myc and VEGFA IRESs[31,45].

The tissue-specific features of  cellular IRESs are 
useful to control transgene expression. Thus they can 
be considered as translational enhancers, if  one makes 
a parallel with transcriptional enhancers upstream of  
promoters, governing the tissue-specificity of  gene 
expression. The concept of  translational tissue-specificity 
may be applied to gene transfer by coupling tissue-specific 
IRESs with tissue-specific promoters to create vectors 
with increased safety. This concept should also remember 
us that EMCV is not always the best IRES to be used. 
A recent study reports the failure of  expression of  the 
second cistron of  a bicistronic adeno-associated virus 
(AAV) vector using the EMCV IRES, in murine cerebellar 
Purkinje neurons[46]. 

The advantage of  using a cellular IRES has also been 
demonstrated for gene transfer into skeletal muscle. The 
FGF1 IRES is as efficient as the EMCV IRES in mouse 
muscle after plasmid DNA electrotransfer[47]. Moreover, 
when this IRES is used in a bicistronic AAV vector, its 
activity is significantly superior to that of  the EMCV 
IRES in myoblasts and allows a transgene expression 10 
times more efficient when this AAV is injected in mouse 
muscle[48]. Such a difference may be due to the presence 
of  specific FGF1 IRES trans-acting factors (ITAFs) 
(Ainaoui et al, in revision). Alternatively, it can result 
from the lower ability of  the EMCV IRES to maintain a 
stable long term compared to cellular IRESs, shown in a 
previous report[9].

On the basis of  these different data, it can be 
recommended to choose the adequate IRES to be used 
according to the cell type or tissue to be targeted, rather 
than using systematically the EMCV IRES as presently 
proposed in all commercial IRES-based vectors.

IRES-MEDIATED GENE EXPRESSION IN 
STRESS CONDITIONS
In many diseases cells are subjected to different stresses 
such as hypoxia, apoptosis or ER stress. In stress conditions, 
translation initiation is inhibited by two ways: blockade the 
mammalian target of  rapamycin pathway which affects 
ribosome recruitment on the cap, and phosphorylation 
of  eIF2-α which prevents charged initiator Met-tRNA 
formation. Interestingly, IRES-dependent translation is not 
affected by these two ways of  silencing[35,49,50]. 

As mentioned above, IRESs are naturally present in 
messenger RNAs coding for proteins involved in the stress 
response, especially apoptosis and hypoxia. In particular, an 
IRES is present in the mRNA of  the hypoxia-induced factor 

14

Renaud-Gabardos E et al . IRES-based vectors for gene therapy



February 20, 2015|Volume 5|Issue 1|WJEM|www.wjgnet.com

documented in the field of  cardiovascular diseases and 
cancer, with therapeutic benefits obtained in different 
animal models using different combinations of  angiogenic 
or anti-angiogenic factors[4,5,58-61] (Table 1). Interestingly 
the combination of  VEGFA and PDGFB successfully 
induced therapeutic angiogenesis both in ischemic leg and 
in ischemic heart. In the field of  rare diseases, two AAV 
vectors expressing microdystrophin and IGF1 resulted 
in increased muscle mass and strength, reduced myofiber 
degeneration and increased protection against contraction-
induced injury in mdx mice[62]. These different studies were 
performed either with naked DNA or with recombinant 
adeno-associated virus vectors. 

The use of  two different vectors for multiple transgene 
expression exhibits disadvantages: on the one hand, the 
ratio of  the therapeutic molecules cannot be controlled, 
leading in the loss of  the cooperative effect: expression 
of  one of  the vectors often decrease or is silenced earlier 
than the other one[40]. On the other hand, the cost of  two 
therapeutic vectors in a clinical perspective is higher than 
a single one. These disadvantages are still more important 
in case of  a cocktail of  three or more therapeutic genes.

The concept of  IRES-based vectors for combined gene 
therapy has been validated for combined immunotherapy 
of  cancer using a tricistronic retrovirus expressing the 
two co-stimulation molecules CD70 and CD80[2] (Table 
2). In addition to the EMCV IRES, several cellular or 
retroviral IRESs were successful in this approach[63]. In vivo 
gene therapy has also been validated for the treatment of  
ischemic limb in a mouse model, following intramuscular 
injection and electrotransfer of  a plasmid containing the 
FGF1 IRES for co-expression of  FGF2 and Cyr61[10]. This 
study showed than the two angiogenic factors, although 
expressed at lower doses from the bicistronic vector than 
from the monocistronic ones, have a synergistical effect 
in stimulating therapeutic angiogenesis, rendering the 
bicistronic construct more efficient. More importantly, due 
to the lower doses of  therapeutic molecules, the bicistronic 
vector induces no side effects on tumoral angiogenesis, in 
contrast to one of  the monocistronic vectors expressing 
huge amounts of  Cyr61. Thus combined gene therapy 
using IRES-based vectors is also a safer therapeutic 
approach.

Additional studies have confirmed the successful use 
of  IRES-based vectors for combined treatment of  limb 
ischemia with VEGFA and FGF4 or bone morphogenetic 
protein7 (BMP7)[64,65]. Combined gene therapy of  cancer 
was also reported using IRES-based vectors co-expressing 
IL-12 and CD80, as well as antiangiogenic factors 
angiostatin and endostatin, or CXCL4I and fibstatin[66-69] 
(Table 2). Combination of  angiostatin and endostatin in 
an IRES-based vector was also successful to treat age-
related macular degeneration in a mouse model[70]. In the 
field of  degenerative diseases, mucopolysaccharidosis 
type ⅢA has been addressed in presymptomatic MPSⅢ
A mice by intrastriatal administration of  an AAV vector 
co-expressing N-sulfoglycosamine sulfohydrase (SGSH) 
with the sulfatase-modifying factor (SUMF1) (Winner 
et al, submitted). This study has resulted in a clinical 
assay[71] see below). Only one report has obtained better 
data with two separate AAV vectors to deliver FGF14 
and a fluorescent protein into purkinje neurons, than with 
an IRES[46]. This study used the EMCV IRES previously 
reported to function in neurons[72]. However it must 
be underlined that the EMCV IRES is not very active in 
neurons in vivo, by comparison with the FGF2 IRES that is 
at least ten times more active[24,44]. In such a case, one can 
expect that the choice of  the FGF2 IRES would provide 
better data. 

Multigene transfer has also been validated for combina-
tions of  three genes. A tricistronic IRES-based lentivector 
expressing three catecholaminergic proteins, Prosavin, was 
administrated by bilateral striatal injection for treatment 
of  Parkinson in rats, resulting in important therapeutic 
benefits[73,74] (Table 2). Moreover, a tricistronic 2A-based 
lentivector administrated in situ was also efficient in co-
expressing Gata4, Mef2c and Tbx5 for postinfarct ventricular 
functional improvement in rats[75]. 

It is often mentioned that the IRES-driven translation 
of  the downstream cistrons is lower than the cap-
dependent first cistron translation. This issue can easily 
be addressed by intelligent vector design: First, one can 
take into account the tissue specificity of  the IRES by 
choosing the most adequate IRES rather than using 
systematically the EMCV IRES. Most bi- and- tricistronic 
vectors use this IRES although it is far to be the best one 
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  Pathology Therapeutic genes   Animal model  Vector type  Ref.

  Cancers
     Leukemia, melanoma Angiostatin + endostatin Mouse Retrovirus Scappaticci et al[4], 2001
     Ovarian cancer Angiostatin + endostatin Mouse AAV Ponnazhagan et al[3], 2004
     Glioblastoma VEGF-R1 + angio-endo (Statin AE) Mouse SB transposon Ohlfest et al[60], 2005
     Pancreatic cancer TSP1 + endostatin Mouse AAV Zhang et al[61], 2007 
  Cardiovascular diseases
     Limb ischemia  VEGFA + angiopoietin-1 Rabbit Plasmid Chae et al[5], 2000
     Limb ischemia  VEGFA + FGF2 Mouse Plasmid Lee et al[59], 2007
     Limb ischemia  VEGFA + PDGFB Rabbit AAV Kupatt et al[58], 2010
     Heart ischemia VEGFA + PDGFB Pig AAV Kupatt et al[58], 2010
  Rear diseases
     DMD Microdystrophin + IGF1 Mouse AAV Abmayr et al[62], 2005

Table 1  Preclinical studies of combined gene therapy with co-administration of monocistronic vectors

DMD: Duchenne muscular dystrophy; VEGF: Vascular endothelial growth factor; FGF2: Fibroblast growth factor 2; AAV: Adeno-associated virus.
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in many tissues such as muscle or brain[24,48]. Second, the 
IRES efficiency can be improved. It must be noticed that 
the EMCV IRES activity is very sensitive to the position 
of  the start codon of  the gene of  interest. This IRES, 
in contrast to the FGF1 IRES, exhibits no flexibility: 
the AUG must be positioned just downstream from the 
IRES. The insertion of  a single restriction site between 
the IRES and the AUG codon is sufficient to inactivate 
the IRES[76]. The insertion of  a spacer between the first 
gene and the IRES is also susceptible to enhance the IRES 
activity by preventing IRES structural alterations by RNA 
sequences located upstream[77]. In addition, mutations of  
the upstream AUG codons in the EMCV IRES improve 
its efficiency[78]. Finally, an important parameter is the IRES 
regulation by microenvironment. In particular, FGF or 
VEGF IRES activities are more sensitive to hypoxia than 
the EMCV IRES and may allow a more efficient transgene 
expression in ischemic diseases.

ALTERNATIVES TO IRESS FOR 
MULTICISTRONIC VECTORS
IRES-based vectors are not the only approach to co-
express several gene products under the control of  a 
single promoter. The first alternative is gene fusion. It 
has been successfully used to combine endostatin and 
angiostatin in a treatment of  melanoma and of  head and 
neck cancer[79,80]. A second alternative to IRESs is the use 
of  alternative splicing-based vectors. Such an approach 
had been proposed many years ago using retroviral 
vectors, using the natural alternative splicing features of  
retrovirus genome[81,82]. This concept has been developed 
more recently in the purpose of  co-expressing two 
immunoglobulin chains[83]. The interest of  this system is the 
ability to adapt the ratio of  the two transgenes by mutating 
the splicing sites. However one limit of  this attractive 

system is that splicing site efficiency and consequently 
the ratio of  the two proteins of  interest, is influenced by 
the presence of  exon splicing enhancers or silencers in 
the transgene sequences, preventing the design of  vectors 
with a stable transgene ratio applicable to co-expression 
of  any pair of  therapeutic proteins. 

A third exciting system of  co-expression is provided 
by the 2A peptides. Such peptides, occurring in many 
viral genomes, are peptide sequences of  about 19 amino-
acid residues, which can produce a discontinuity in the 
translated polypeptide when encoded in a longer open 
reading frame (ORF)[84]. In contrast to what is currently 
admitted, 2A peptides do not catalyze a protein cleavage, 
but they catalyze termination of  translation in the 
absence of  a stop codon, followed by reinitiation. They 
are currently used as a tool to co-express two or more 
separate proteins from a single ORF[85]. 2A peptides 
thus constitute an alternative to IRESs, but do not 
work in all systems. By example, in the study in purkinje 
neurons mentioned above, a 2A peptide was used but 
did not function, resulting in detection of  the longer 
ORF rather than the two expected proteins[46]. In another 
report comparing bicistronic constructs expressing Sox9 
and EGFP separated by the EMCV IRES or by the 
FMDV 2A peptide, the authors detected 42% of  Sox-
EGFP fusion protein, reflecting an inefficient ribosome 
skipping mechanism[86]. Formation of  such fusion proteins 
often occurs with proteins bearing N-terminal signal 
sequences[87]. In addition, no information is available about 
the 2A peptides tissue-specificity or behavior in response 
to stress, in contrast to IRESs.

CLINICAL APPLICATIONS OF IRES-
BASED VECTORS TO GENE THERAPY
All the preclinical studies mentioned above show that 
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  Pathology Therapeutic genes Animal model IRES Vector type  Ref.

  Cancers
     Fibrosarcoma CD70 + CD80 Mouse EMCV Retrovirus Couderc et al[2], 1998
     Melanoma Angio-endo fusion Mouse None (fusion) Retrovirus Scappaticci et al[79], 2001
     Multiple myeloma IL12 subunits + CD80 Mouse EMCV + FMDV Retrovirus Wen et al[69], 2001; Li et al[67], 2003
     Melanoma CD70 + CD80 Mouse EMCV, c-myc, FGF2, 

HTLV1
Retrovirus Douin et al[63], 2004

     Ovarian cancer   Angiostatin + endostatin Mouse EMCV AAV Isayeva et al[66], 2005
     Head and neck cancer Angio-endo fusion Mouse None (fusion) Vaccinia virus Tysome et al[80], 2011
     Pancreas cancer CXCL4L1 + fibstatin Mouse FGF1 AAV, 

Lentivector
Prats et al[68], 2013

  Cardiovascular diseases
     Limb ischemia FGF2 + Cyr 61 Mouse FGF1 Plasmid Rayssac et al[10], 2009
     Limb ischemia VEGFA + BMP7 Rabbit EMCV AAV Zhang et al[65], 2010
     Limb ischemia VEGFA + FGF4 Mouse EMCV AAV Jazwa et al[64], 2013
     Heart ischemia Gata4 + Mef2C + Tbx5 Rat None (2A element) Lentivector Mathison et al[75], 2014
  Neurodegenerative diseases
     Parkinson TH + AADC + CH1 Rat EMCV Lentivector  Azzouz et al[73], 2002

Stewart et al[74], 2011
     AMD Angiostatin + endostatin Mouse EMCV Lentivector  Kachi et al[70], 2009

Table 2  Preclinical studies of combined gene therapy using multicistronic vectors

BMP7: Bone morphogenetic protein 7; Gata4: GATA binding protein 4; Mef2C: Myocyte-specific enhancer factor 2C; Tbx5: T-box transcription factor 5; TH: 
Tyrosine hydroxylase; AADC: aromatic L-amino acid decarboxylase; CH1: GTP cyclohydrolase-1; AMD: Age-related macular degeneration.
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IRES-based vectors represent an exciting tool to be used 
for combined gene therapy. Nowadays, very little clinical 
trials with such vectors have been reported. The first trial 
to be cited is the tricistronic IL12-expressing retrovirus, 
which gave significant decrease of  tumor sizes on a few 
patients with melanoma or head and neck cancer[88,89]. 

A bicistronic IRES-based vector co-expressing FGF2 
and VEGFA has been assessed in a clinical assay of  gene 
therapy on patients with refractory coronary disease[90] 
(Table 3). The protocol corresponded to intramyocardial 
transfer of  a plasmid expressing the bicistronic cassette. This 
study showed no improvement in myocardial perfusion, 
but treated patients exhibited improved exercice tolerance 
and clinical symptoms. Furthermore the bicistronic 
gene transfer was safe. This moderate benefit, although 
encouraging, may be due to the use of  a plasmid, which 
does not provide long term expression in contrast to 
viral vectors, and also to the choice of  the EMCV IRES 
which is not optimal to drive gene expression in hypoxic 
conditions[31,36].

Very recently, two gene therapy clinical trials successfully 
used multi-cistronic IRES-based viral vectors. On the one 
hand, a gene therapyⅠ/Ⅱ phase clinical trial on patients 
with mucopolysaccharidosis type ⅢA, a severe degenerative 
disease, has displayed neurocognitive benefits[71]. Four 
children received intracerebral injections of  a bicistronic 
AAV vector expressing the SGSH and SUMF1 genes 
separated by the EMCV IRES. Neurocognitive evaluations 
suggest a cognitive benefit on the youngest patient, where 
as the other ones are stabilized. Importantly, the treatment 
was safe and well tolerated after 1 year in all the patients, 
validating the surgical approach for direct AAV delivery 
in the brain parenchyma. On the other hand, a phaseⅠ/Ⅱ 
assay was performed on 15 patients with Parkinson’s disease 
using Prosavin (see above), a tricistronic lentivector with 
EMCV IRESs administrated by intrastriatal delivery[91]. A 
significant improvement of  motor scores was recorded in all 
patients at 6 mo. This is the first-in-man use of  a lentiviral-
based gene therapy vector for a neurodegenerative disease. 
These studies validate the clinical use of  IRES-based viral 
vectors.

CONCLUSION
Many reports have shown that combined gene therapy is 
an attractive approach in animal models. This observation 
has justified extensive research on optimization of  gene 
transfer vectors able to co-express several proteins. In this 
context, IRES-based vectors have now been validated in 

pre-clinical as well as in clinical studies by showing their 
safety and ability to generate therapeutic benefits.

In addition, the data available on IRES tissue-specificity 
and activation in response to stress provide promising 
perspectives of  vector improvement, which may result in 
better efficiency of  gene therapy.
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Abstract
Coronary artery disease is an event of atherosclerosis 
characterized by a chronic vascular inflammation. Risk 
factors like obesity, diabetes mellitus, hypertension, 
smoking, hypercholesterolemia and positive family 
history sometimes are not sufficiently adequate to the 
enhancement of cardiovascular risk assessment. In the 
past years numerous biomarkers, like C reactive protein, 
cytokines and adhesion molecules, have been observed to 
be related to adverse cardiovascular prognosis. Recently, 
several studies found an association among inflammatory 
biomarkers and cardiovascular diseases suggesting their 
utility to identify the risk of an acute ischemic event 
and the detection of vulnerable plaques. The emerging 

inflammatory markers are well divided for diagnosis 
and prognosis and plaque instability of coronary artery 
disease. Some of them, the lectin-like oxidized low density 
lipoprotein receptor-1 can be important both in diagnosis 
and in the evaluation of plaque instability, other are 
inserted in the above reported classification. The emerging 
inflammatory markers in acute-phase include amyloid 
A, fibrinogen and pentraxin 3 while myeloperoxidase, 
myeloid-related protein 8/14 and pregnancy-associated 
plasma protein-A are recognize markers of plaque 
instability. Lastly, some studies demonstrated that 
circulating miRNAs are involved in coronary artery disease, 
acute myocardial infarction and heart failure. 

Key words: Coronary artery disease; Plaque instability; 
Inflammation; Acute phase; Biomarkers
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Core tip: In this review we want to focus the reader’
s attention on the differences between inflammatory 
markers of cardiovascular risk already accepted by 
the scientific community and the emerging markers in 
order to encourage the healthcare services to improve 
laboratory techniques in early diagnosis and more 
precise evaluation of the risk. Is also important to use a 
classification according to the stage where the patient 
is located regarding emerging inflammatory markers for 
diagnosis, prognosis and plaque instability.
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Atherosclerosis is largely recognized as a chronic inflam-
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matory disorder caused by vascular and extravascular 
factors[1,2] and coronary artery disease (CAD) is its common 
manifestation. CAD could result in the development of  
acute coronary syndrome (ACS), which is often associated 
with breakage of  an atherosclerotic plaque and partial or 
complete thrombosis of  the related artery.

In these years a large number of  studies permitted 
a better knowledge of  the events implicated in the 
progression of  ACS: here we summarize them (Figure 1). 
In these processes there is a recruitment of  macrophages, 
that secretes lytic enzymes such as metalloproteinases. 
The atheroma core is constituted by foam cells and 
extracellular lipids shrouded by of  smooth-muscle cells 
and collagen matrix. Plaque ruptures release adhesion 
molecules and soluble factors, such as D-dimers, von 
Willebrand factor and plasminogen activator inhibitor-1 
that have an important role in thrombus formation. In 
a few hours after thrombus formation, but before the 
initiation of  coronary ischemia, albumin is released. 
Troponin, myoglobin, and creatine kinase-MB are time-
dependent release components associated with myocardial 
necrosis[3] (Figure 1). The extent of  these events influences 
the circulating troponin level[4]. Therefore it is important 
to identify the fundamental steps leading to atherosclerotic 
plaque rupture.

Adequate risk assessment remains the most challenging 
in individuals classified into low or intermediate risk 
categories. Inflammation is important in the progression 
of  atherosclerosis and in plaque rupture[1,5]. For this reason, 
numerous inflammatory markers have been extensively 
investigated as potential candidates for the enhancement 
of  cardiovascular risk assessment. 

Several recent studies have demonstrated the role 
of  inflammation in mediating the stage of  CAD, often 
caused by lipid accumulation. 

Moreover the different part of  atherogenesis could 
be related to inflammatory biomarkers that are important 
for clinical diagnosis, treatment and prognosis of  patients 
with CAD. However, because conventional risk factors 
do not explain the changes in atherosclerosis, efforts have 
focused on developing novel biomarkers which identify 
vulnerable plaques and cardiovascular disease[6,7]. 

These new laboratory biomarkers should be standar-
dized in variability, sensitivity and specificity from established 
risk markers. Finally, the cost of  the assays has to be 
acceptable. In this review we analyze the inflammatory 
markers now considered valid in the stratification of  risk for 
CAD and those emerging, checking if  new ones can express 
something more than the standardized biomarkers. 

CONSOLIDATED MARKERS
C-reactive protein
C-reactive protein (CRP), a pentraxin composed of  5 
subunits, is an inflammatory marker that may increase 
in various pathological situations, synthesized mainly 
in the liver, but it is also produced by leukocytes and 
adipocytes[8,9].

According considerable evidence, during infection or 
tissue necrosis circulating CRP may increase 50000 times, 
but it is also regarded as an independent variable of  
future cardiovascular events[10].

CRP fosters antigen presentation and phagocytosis 
attaching to phosphocholine that is usually found in cell 
membranes and polysaccharides in prokaryotes and fungi 
and binding to complement C1q complex and factor 
H[11,12].

Moreover it can attach low density lipoprotein (LDL), 
and be identify within the plaque[13] where it participates 
to inflammatory atherogenic processes[14]. CRP is elevated 
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Figure 1  Phases of coronary atherosclerosis. Events implicated 
in the progression of acute coronary syndrome (ACS).



in patients with acute and chronic coronary syndromes in 
relation to the composition of  the plaque[15,16] and is related 
to the complications of  heart failure[17]. Low plasma levels 
of  CRP indicate a good state of  health[18], while increase 
when the style of  life worsens. The MONICA Augsburg 
Study shows that low quality “Western” diet with low 
consumption of  vegetables, fruit and fiber, extensive 
use of  saturated fat, low physical activity and obesity, are 
associated with higher CRP levels[19].

Therefore, increment of  CRP plasma concentration 
reflects not good lifestyle choices that lead to a metabolic 
disequilibrium and inflammation. The study of  a large 
population has revealed that an increase in the levels of  
CRP (> 3 mg/L, elevated levels) was associated with 
mortality of  22962 subjects[20].

Ridker et al[21] showed that CRP was a better biomarker 
of  cardiovascular diseases than LDL cholesterol. However 
when measured together, they give better prognostic detail 
than measured separately[21]. A large prospective study 
documented a strong association between CRP predictive 
power and the risks for coronary artery disease[22,23]. 
Moreover, the Canadian Cardiovascular Society suggested 
that CRP evaluation in patients at “intermediate risk”, 
could represent a predictive risk of  a cardiovascular event 
from 10% to nearly 20% within the subsequent 10 years[24]. 
In agreement with this observation, the National Academy 
of  Clinical Biochemistry Laboratory Medicine Practice 
Guidelines and the American College of  Cardiology 
Foundation-AHA Task Force on Practice Guidelines 
affirmed that the evaluation of  CRP levels was acceptable 
for patients at intermediate risk[25,26].

Another study regarding people at intermediate risk for 
a cardiovascular event showed that the values of  CRP and 
fibrinogen could help to prevent one additional event over 
a period of  10 years for every 400 to 500 people screened.

Current knowledge, however, suggests that the CRP 
concentration might reflect the vulnerability of  the 
atheromatous lesion and the prospect of  plaque rupture[5,27,28]. 
The development of  high-sensitivity CRP (hs-CRP) assays 
has been useful to investigate its role in predicting first 
cardiovascular events. 

Cytokines
Interleukin 1 (IL-1), IL-6, IL-10, monocyte chemoattractant 
protein-1 (MCP-1) and tumor necrosis factor alpha 
(TNF-α) are the main investigated cytokines among 
those which predict cardiovascular events involved in 
vascular inflammation and atherosclerosis[29,30]. IL-1 and 
IL-6, regulate CRP production via direct stimulation of  
the hepatocytes[31]: IL-6 may increase plaque instability 
modulating the expression of  TNF-alpha, and MCP-1[32]. 
Elevated IL-6 levels in healthy men correlated with 
increased risk for future MI independently from hs-
CRP[33]. According to some author IL-6 seems to be a 
marker more sensitive and specific than CRP in vascular 
inflammation and CRP studies show a weaker association 
with cardiovascular disease than cytokines[34,35]. In the 
Fragmin study (FRISC-Ⅱ), IL-6 increment above 5 ng/L 

was related with a mortality from 6- to 12-mo without a 
relationship with troponin and hs-CRP[36]. 

Therefore, IL-6 plasma concentration results as an 
effective independent index of  increased mortality in 
unstable CAD and characterizes subjects who advantages 
of  an initial invasive strategy. In addition, the intensity 
of  plaque inflammation and its vulnerability seems to be 
linked with plasma IL-6 levels[36]. 

Some studies showed that IL-1 could have a regulatory 
function in the atherosclerotic development suggesting its 
modulation in vascular smooth muscle cell mitogenesis[37,38], 
in leukocyte adherence to vascular wall[39,40], in LDL 
metabolism[41,42], in extracellular matrix proteins[43] and in 
vascular permeability[44]. Moreover, IL-1 has been found to 
suppress vascular contractility[45] and induce pro-coagulant 
activity[46].

Several years ago, increased levels of  IL-1α and IL-1β 
were detected in human atherosclerotic plaque, suggesting 
their local synthesis[47]. Moreover, IL-1 protein has been 
detected in macrophages from damaged carotid arteries[48]. 
In the macrophages IL-1β secretion seems to be induced by 
the cholesterol crystals present into the plaque[49]. 

The presence of  increased IL-1β plasma concentration 
in patients affected by unstable angina indicates its 
important role in the acute stage[50]. However, in mouse 
models conflicting roles have been reported for IL1β: on 
the one hand the absence of  IL-1β is associated with a 
reduction of  atherosclerotic severity[51], on the other hand, 
IL-1β inactivation seems to be related to atherosclerotic 
plaque stability[52].

TNF-α plays a role in myocardial dysfunction and 
remodeling after acute coronary events[53]. On behalf  of  this 
effect, the CARE study showed that TNF-levels increased 
in recurrent coronary events after a MI compared with 
controls[54].

The chemokine MCP-1 recruits monocytes into the 
arterial wall activating these cells to induce endothelial 
injury[55]. In addition, a positive correlation between 
MCP-1 levels and the extent of  coronary atherosclerosis 
was found in the coronary circulation of  patients with 
unstable angina[56,57]. Moreover, MCP-1 levels have been 
found to correlate with older age[58], hypertension[59], 
hypercholesterolemia[60], and kidney failure[61], while an inverse 
correlation has been observed with estrogen replacement[62] 
and HMG-CoA reductase inhibitor therapy[60]. In several 
studies with small number of  subjects, plasma MCP-1 
levels were highest among patients with acute coronary 
syndromes (ACS), intermediate with stable coronary 
disease, and lowest among healthy control subjects. 

IL-10 is an important factor for its anti-atherogenic 
property. In fact patients with high IL-10 levels had a 
reduced mortality compared with those that have only 
elevated CRP[63].

In 158 patients affected by stable CAD, during a 
7-year follow-up period, the multivariate analysis of  10 
cytokines showed IL-8 as the only independent marker for 
cardiovascular diseases[64]. In summary, even if  the results 
are still controversial, in our opinion among consolidated 

February 20, 2015|Volume 5|Issue 1|WJEM|www.wjgnet.com 23

Lubrano V et al . Inflammatory markers in coronary artery disease



February 20, 2015|Volume 5|Issue 1|WJEM|www.wjgnet.com

who underwent coronary stenting[71]. Finally, another 
prospective study showed that only P-selectin and cardiac 
troponin I, but not the other CAMs, were significantly 
higher among patients who had a serious cardiac event 
during the subsequent 3 mo[72]. 

EMERGING INFLAMMATORY MARERS
The lack of  “traditional” risk factors cannot make 
totally free of  the disease and new emerging markers of  
inflammation have been studied in the effort to identify 
biomarkers predicting the risk, and at the same time 
reflecting plaque instability in the early or in the acute 
phase. On the bases of  these studies, we must point out 
that today is also in use a classification according to the 
stage where the patient is located (Figure 2). 

EMERGING INFLAMMATORY MARERS 
FOR DIAGNOSIS, PROGNOSIS AND 
PLAQUE INSTABILITY 
Lectin-like oxidized low-density lipoprotein receptor-1
Clinical studies have demonstrated that well-known 
coronary risk factors, including metabolic diseases, 
hypertension, obesity and smoking, are associated with 
oxidative stress. When the LDL are exposed to oxidative 
stress, they are caught in the vessel and oxidized (ox-LDL). 
Oxidized LDL promotes the synthesis of  a large variety 
of  cytokines and chemokines by the endothelium. Lectin-
like oxidized low-density lipoprotein receptor-1 (LOX-1) 

cytokine, IL-6 represents the best prognostic biomarker in 
CAD.

Adhesion molecule
Although very broad, adhesion molecules (CAMs) may be 
regarded as inflammatory markers of  cardiovascular risk. 
Soluble CAMs (ICAM-1, VCAM, P and E selectines) are 
released from the surface of  the cell and reflect cellular 
activation[65]. CAMs induce the bind between leucocytes, 
platelets and vascular wall[66]. After the adherence to the 
endothelium, the leucocytes transmigrate into the arterial 
wall determining the first phase of  atherosclerosis[66].

Several studies reported an association between the 
increase of  plasma CAM concentration and the risk of  
cardiac events[34,67,68], but their role in CAD prognosis have 
not been established because their finding are still quite 
confused.

In patients with stable CAD, CAMs plasma concen-
trations were measured and informations on cardiovascular 
events were collected for some years. Among CAMs, only 
VCAM-1 resulted independently significant with future 
cardiovascular events[69].

In agreement with this study, other authors observed 
that the concentrations of  sVCAM-1 > 780 ng/mL and 
CRP > 3 mg/L corresponded to a sensitivity > 90% for 
predicting future events in patients affected by acutely 
ACS[70].

On the contrary, other studies did not confirm 
these findings for sVCAM-1; instead, they suggested 
that CRP and sICAM-1were useful for identifying the 
risk of  a cardiac event in patients with unstable angina 
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The consolidated inflammatory markers

IL-1β, IL-6, TNFα, CRP, ICAM-1
VCAM-1, E-selectin, P-selectin

Emerging inflammatory markers

Stable plaque Vulnerable plaque Acute-phase response proteins

LOX-1,
RANKL, OPG, OPN

CD40L

Myelopeosidase
Myeloid-related protein 8/14

Papp-A, LOX-1,
RANK, OPG, OPN,

CD40L

Pentraxin 3, Amyloid A
Fibrinogen, LOX-1,
RANKL, OPG, OPN,

CD40L

Vulnerable plaque Stable plaque

Figure 2  Consolidated and emerging inflammatory markers. A new approach to establish the risk for coronary artery disease. Today new inflammatory markers are studied 
and classified according to their role in the development of coronary artery disease. TNF-α: Tumor necrosis factor alpha; IL: Interleukin; CRP: C-reactive protein; CAM: Adhesion 
molecules; OPG: Osteoprotegerin; OPN: Osteopontin. PAPP-A: Pregnancy-associated alpha plasma protein A; LOX-1: Lectin-like oxidized low-density lipoprotein receptor-1.
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appears to be an important receptor for ox-LDL in 
endothelial cells[73]. LOX-1 not only allows the passage of  
oxidized lipids in the cells, but as already described, may 
cause endothelial dysfunction/apoptosis, inflammation, 
and the increase smooth muscle cell number favoring the 
formation of  atheroma[74-76].

Moreover LOX-1 increment was observed to be 
associated with cardiovascular risk factors like hypertension 
and metabolic disorder. In a population of  patients 
affected by CAD, our previous studies showed a positive 
relationship between circulating levels of  LOX-1 and 
inflammatory markers: this work suggested also that 
LOX-1 levels increased with the severity of  the disease[76] 
(Figure 3). Other authors underlined the importance of  
this novel biochemical marker for the stratification risk of  
the population and therapeutic strategy for CVD.

Overt cardiovascular disease is typically preceded by a 
long period of  sub-clinical cardiovascular disease and sub-
clinical atherosclerosis can be present for decades before 
the occurrence of  a myocardial infarct event. Soluble LOX 
(sLOX-1) has shown to be informative either early or late 
in the process disease[77-79].

Recent study observed that the circulating levels of  
sLOX-1 are very high in acute coronary syndrome and that 
the plateau value is reached before troponin T, highlighting 
the instability of  the plaque[80].

It has been reported that serum levels of  sLOX-1 are 
also specifically elevated in acute coronary syndrome and 
the peak value has been reported to rise before troponin 
T[80]. In conclusion, sLOX-1 levels are related to the 
prognosis of  acute coronary syndrome and reflect the 
instability of  plaque[78].

Nuclear factor-kappa B, osteoprotegerin, osteocalcin, 
osteopontin, CD40
Receptor activator of  nuclear factor Kappa-B ligand 
(RANKL) is the ligand of  the receptor inducer factor-
kB (NF-kB) and belongs to the family of  cytokines TNF-
related. It is synthesized by T cells and stromal/osteoblastic 
cells and is a strong chemotactic factor for human 
monocytes[81]. RANKL-stimulated microvascular endothelial 
cells favor monocyte adhesion and trans endothelial 
migration thus increasing the recruitment of  osteoclast- and 
osteoblast like cell precursor[81,82].

Osteoprotegerin (OPG) synthesized in osteoblasts is 
part of  the TNF super-family. It binds to RANKL thereby 
preventing interaction with its transmembrane receptor[83].

RANKL and OPG have been shown to be potentially 
valuable markers for a better assessment of  coronary 
calcification and cardiovascular risk associated with it. It 
has been observed that RANKL and OPG may play a 
key role in maturation and calcification of  atherosclerotic 
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plaque[84,85]. In fact these factors increased in serum of  
post-infarction of  atherosclerotic animal models and of  
humans with unstable angina[86,87]. 

Osteocalcin, a protein found in bone and dentin and 
also synthetized in mononuclear cells, has been related 
with the severity of  aortic calcification[88]. 

Osteopontin (OPN), an extracellular matrix protein 
and pro inflammatory cytokine, facilitates the recruitment 
of  monocytes/macrophages through its adhesive domain[89] 
and promotes the inhibition of  vascular calcification In fact 
it is increased in patients with vascular calcification resulting 
more like a marker than a mediator of  atherosclerosis 
progression[90]. 

CD40, a member of  TNF family, is also a stimulatory 
receptor on antigen-presenting cells of  the immune system 
that induces inflammatory processes through the binding 
of  the CD40 ligand (CD40L). Elevated levels of  soluble 
CD40L (sCD40L) have been found in patients with 
hypercholesterolemia, ACS and cardiovascular disease. 
sCD40L is also associated with atherosclerosis and plaque 
instability[91]. In the CAPTURE trial, increased sCD40L 
(> 5 g/L) was related to a 6-mo mortality or nonfatal MI 
suggesting that sCD40L may be an independent risk marker 
of  cardiovascular events. Statins, antihypertensive drugs, 
and antiplatelet agents have been shown to modulate it[92]. 
Moreover, sCD40L was found to be increased in smokers 
and positively associated with both total cholesterol and 
biomarkers of  inflammation. However, it was not reported 
as an independent biomarker for the risk of  MI[93].

ACUTE-PHASE RESPONSE PROTEIN 
Quantitative and qualitative changes of  inflammatory 
markers are able to identify the acute stage of  the disease. 
The plaque ruptures cause the consequent platelet 
aggregation and subsequent thrombosis, the final stage in 
which atherosclerosis leads to acute ischemic syndromes 
of  AMI and sudden death[5].

The literature well documented the association between 
serum concentrations of  acute phase proteins and the onset 
of  coronary heart disease and myocardial infarction[94,95]. The 
emerging inflammatory markers in the acute-phase include 
pentraxin 3 (PTX3), amyloid A, and fibrinogen[96-102].

Pentraxin-3
Pentraxins are a superfamily of  soluble proteins with cyclic 
multimeric structure[103]. Among these, PTX3 a protein 
characterized by a long N-terminal domain, results as 
an important player in immunity and inflammation[104]. 
Dendritic cells, macrophages and endothelial cells produce 
PTX3 in response to IL-1 and TNF[105]. Moreover increased 
plasma PTX3 levels were observed in patients with 
cardiovascular disease and resulted also more closely related 
than CRP levels in acute phase of  cardiac damages[106] 
suggesting that it could be a sensitive and specific prognostic 
indicator[107].

It is been also hypotheses an association of  PTX3 
in individuals with stable coronary artery disease and 
kidney dysfunction. However, an adjustment for the 

estimated glomerular filtration rate modestly attenuated 
these associations[108]. By immune histochemical staining 
PTX3 was strong expressed on the surface of  lumen and 
within the atherosclerotic plaque in humans and animal 
models[96,97,109]. Moreover, in the same experimental models, 
soluble PTX3 increased in the early phase after ischemic 
heart events and PTX3 mRNA and protein expression 
enhanced in the ischemic area of  the heart[110].

In a prospective study of  patients with myocardial 
infarction and ST elevation, PTX3 predicted 3-mo 
mortality while other markers such as the liver-derived 
short pentraxin CRP or NT-proBNP, TnT, CK did not[107]. 
In patients with unstable angina pectoris within the six 
hours of  the chest pain, PTX3 resulted to be more specific 
for ACS than neutrophil activating peptide-2 and cardiac 
troponin Ⅰ (cTnI)[111,112].

Amyloid A
Serum amyloid A (SAA) proteins are a family of  
apolipoproteins associated with high-density lipoprotein 
(HDL) and are now considered emerging markers of  
inflammation. In fact elevated SAA levels are present in 
coronary artery disease and indicate worse prognosis in 
CAD. Therefore actions involved to reduce SAA levels 
could improve the conditions of  patients with acute 
CAD[113].

A study of  Kosuge et al[99] reported that, in patients 
with ACS, increased SAA levels were associated with 
cardiovascular events within 30 d, without any relationship 
with CRP level. Therefore these data indicated SAA more 
useful predictor than CRP in these patients.

In the high serum SAA group the left ventricular 
ejection fraction, measured during follow-up, was 
significantly lower than in the low serum SAA group and 
more frequent complications, such as cardiac rupture, 
carcinogenic shock, subacute thrombosis, and cardiac 
death, were also present[100].

Furthermore SAA levels were quite well associated 
with coronary artery disease with a predictive risk for 
cardiovascular events within 3 years, while this did not 
happen with hs-CRP[114]. In a substudy of  TIMI 11A, 
elevated SAA levels predicted increased risk of  14-d 
mortality in patients with ACS[115]. In a Women Ischemia 
Syndrome Evaluation study, in which women were referred 
for coronary angiography because of  suspected ischemia, 
elevated SAA values were correlated with angiographic 
severity of  CAD and 3-year risk for cardiovascular 
events[114]. At the same time, no relationship was observed 
between SAA levels and recurrent Coronary Events[116].

Fibrinogen
Several studies have indicated fibrinogen as a predictive 
marker in CAD[117]. Fibrinogen is involved in platelet 
aggregation, endothelial injury, plasma viscosity and play a 
central role in the formation of  thrombus.

Epidemiological data have shown the important 
predictive role of  fibrinogen in CAD  , identifying it as an 
emerging risk factor because its measurement may improve 
the estimation of  absolute risk obtained by conventional 
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risk factor for CV[117]. 
Although it is still discussed the role of  fibrinogen as 

inflammatory markers of  risk, many studies indicated an 
association of  hyperfibrinogenemia with atherotrhombosis.

Already in the past, some authors have demonstrated 
that the risk estimation for CAD could be double when 
fibrogenemia was also evaluated[118].

Emerging Risk Factors Collaboration showed that, 
the measurement of  fibrinogen level in patients at risk 
for CAD, could prevent an additional event in the next 
10 years for every 400-500 people studied[119].

However, also recent results show that the evaluation 
of  fibrinogen during MI may be useful in identifying 
patients at high risks for future acute events[102].

BIOMARKERS OF PLAQUE INSTABILITY 
The main cause of  the acute myocardial infarction (AMI) 
is the plaque rupture, so that it is important to investigate 
new markers for early diagnosis of  plaque instability.

Due to its sensitivity and specificity, troponin is 
commonly used in the diagnosis of  ACS, even if  it provides 
only indirect details on myocardial necrosis induced by 
embolization of  atherothrombotic material, late event of  
ACS.

Inflammation is a process that is intensified in plaque 
instability, so that the markers of  inflammation may 
provide indications of  cellular processes related to its 
formation before it occurs myocardial necrosis[120].

Myeloperoxidase
Myeloperoxidase (MPO) is an enzyme produced by 
leukocytes that induces the formation of  oxygen free 
radicals and is considered to be one major contributor in 
the formation and rupture of  the plaque[121].

In patients with ACS, MPO produced by neutrophils, 
is considered a marker of  plaque vulnerability as noted 
by several studies[122, 123].

Yunoki et al[124], 2013 observed that the plasma levels 
of  MPO have a significant inverse correlation with levels 
of  paraoxonase-1 bound to HDL, especially, in patients 
with stable and unstable angina pectoris, suggesting that 
a mismatch between pro oxidants and anti-oxidants 
may contribute to the progression of  coronary plaque 
instability[124].

Myeloid-related protein 8/14
Myeloid-related protein 8/14 (MRP8/14), is a heterodimer 
consisting of  two proteins that bind calcium, calgranulin A 
and B, which play an important role in the signaling pathways 
of  calcium, in cell cycle progression, cell differentiation, 
and in the interaction between the cytoskeleton and 
membrane[125]. MRP-8/14, also called calprotectin, is 
synthesized by activated monocytes and neutrophils, and 
is a pro-inflammatory protein expressed in atherosclerotic 
plaques.

High concentrations of  MRP8/14 in the systemic 
circulation may reveal the presence of  plaques before 

necrosis markers suggesting it as a good candidate for the 
management of  ACS unstable.

PAPP-A
PAPP-A is a high-molecular-weight zinc-binding metal-
loproteinase. PAPP-A was independently associated with 
recurrent cardiovascular events in patients with ACS. This 
finding supported the potential usefulness of  PAPP-A as a 
biomarker in patients with ACS[126]. Moreover as described 
by Mahto et al[127] PAPP-A is the reliable marker which can 
discriminate the cases of  MI from unstable angina and 
controls[127]. Another study has suggested PAPP-A to be a 
predictor of  mortality or myocardial infarction in patients 
with ACS[128].

Role of microRNAs in CAD
MicroRNAs (miRNAs) are short non-coding RNA 
molecules that regulate gene expression post-transcriptionally 
through suppression or degradation of  target messenger 
RNA (mRNA).

MiRNAs were found in the circulating blood and are 
differently induced in patients with CAD, AMI, and heart 
failure[129-132]. 

Of  interest is miR-155, which proved to be a new 
component of  inflammatory signal transduction pathways 
in the pathogenesis of  atherosclerosis. In fact the 
expression of  miR-155 is considered to be a prospective 
marker for predicting the prognosis of  CAD since it 
is found to be expressed mainly in patients with CAD 
compared to healthy subjects[133].

CONCLUSION
Inflammatory biomarkers appear to have an important 
prognostic value in patients with cardiovascular disease 
and may be useful in the diagnosis of  apparently healthy 
subjects without known CAD who cannot be assessed 
with conventional risk factors.

Inflammatory biomarkers may have prognostic value 
for future cardiovascular risk among those at high risk or 
with documented cardiovascular disease. They also may 
be useful for identifying apparently healthy individuals, 
without known CAD, who may be at a higher risk than 
estimated by traditional risk factors.

Although recent data demonstrate that there is a 
close association between inflammatory biomarkers and 
coronary artery disease, further studies must be carried out 
taking into account also some important criteria typically 
used in the selection of  a new biomarker: discrimination, 
calibration and reclassification, i.e. the ability of  a test 
to discern between those that will face the disease from 
those that will be free, the assessment of  the risk factor 
predicted and observed, classification in categories of  
low, intermediate and high risk for CAD[134].

In our opinion the best candidate for this role is LOX-1; 
it was observed to be associated with cardiovascular risk 
factors like hypertension and metabolic disorder, showing 
its positive relationship with inflammatory markers and 
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its increment with the severity of  the disease[76] (Figure 3). 
Moreover it was elevated in acute coronary syndrome and 
the peak value has been reported to rise before troponin T 
reflecting the instability of  plaque[80].

In conclusion, the findings observed in a decade 
showed that LOX-1 could represent an important marker 
for clinical characterization of  coronary artery disease 
and a target for new drugs to reduce its expression and 
production.

ACKNOWLEDGMENTS
The authors are grateful to Lucrecia Mota Garcia for her 
English editing support and to Alison Frank for the final 
English revision.

REFERENCES
1 Libby P. Inflammation in atherosclerosis. Nature 2002; 420: 

868-874 [PMID: 12490960]
2 Rader DJ. Inflammatory markers of coronary risk. N Engl J 

Med 2000; 343: 1179-1182 [PMID: 11036126]
3 Morrow DA, Braunwald E. Future of biomarkers in acute 

coronary syndromes: moving toward a multimarker strategy. 
Circulation 2003; 108: 250-252 [PMID: 12876133]

4 Fuster V, Badimon L, Badimon JJ, Chesebro JH. The 
pathogenesis of coronary artery disease and the acute coronary 
syndromes (1). N Engl J Med 1992; 326: 242-250 [PMID: 1727977]

5 Ross R. Atherosclerosis--an inflammatory disease. N Engl J 
Med 1999; 340: 115-126 [PMID: 9887164]

6 Panteghini M. Role and importance of biochemical markers 
in clinical cardiology. Eur Heart J 2004; 25: 1187-1196 [PMID: 
15246636]

7 Marian AJ, Nambi V. Biomarkers of cardiac disease. Expert 
Rev Mol Diagn 2004; 4: 805-820 [PMID: 15525223]

8 Lau DC, Dhillon B, Yan H, Szmitko PE, Verma S. Adipokines: 
molecular links between obesity and atheroslcerosis. Am J 
Physiol Heart Circ Physiol 2005; 288: H2031-H2041 [PMID: 
15653761]

9 Pepys MB, Hirschfield GM. C-reactive protein: a critical 
update. J Clin Invest 2003; 111: 1805-1812 [PMID: 12813013]

10 Gabay C, Kushner I. Acute-phase proteins and other 
systemic responses to inflammation. N Engl J Med 1999; 340: 
448-454 [PMID: 9971870]

11 Okemefuna AI, Nan R, Miller A, Gor J, Perkins SJ. 
Complement factor H binds at two independent sites to 
C-reactive protein in acute phase concentrations. J Biol Chem 
2010; 285: 1053-1065 [PMID: 19850925 DOI: 10.1074/jbc.
M109.044529]

12 Peisajovich A, Marnell L, Mold C, Du Clos TW. C-reactive 
protein at the interface between innate immunity and 
inflammation. Expert Rev Clin Immunol 2008; 4: 379-390 [PMID: 
20476927 DOI: 10.1586/1744666X.4.3.379]

13 de Beer FC, Soutar AK, Baltz ML, Trayner IM, Feinstein A, 
Pepys MB. Low density lipoprotein and very low density 
lipoprotein are selectively bound by aggregated C-reactive 
protein. J Exp Med 1982; 156: 230-242 [PMID: 7086355]

14 Jin C, Lu L, Zhang RY, Zhang Q, Ding FH, Chen QJ, Shen 
WF. Association of serum glycated albumin, C-reactive 
protein and ICAM-1 levels with diffuse coronary artery 
disease in patients with type 2 diabetes mellitus. Clin Chim 
Acta 2009; 408: 45-49 [PMID: 19615354]

15 Ridker PM. C-reactive protein: eighty years from discovery 
to emergence as a major risk marker for cardiovascular 
disease. Clin Chem 2009; 55: 209-215 [PMID: 19095723 DOI: 
10.1373/clinchem.2008.119214]

16 Otake H, Shite J, Shinke T, Watanabe S, Tanino Y, Ogasawara 
D, Sawada T, Hirata K, Yokoyama M. Relation between 
plasma adiponectin, high-sensitivity C-reactive protein, and 
coronary plaque components in patients with acute coronary 
syndrome. Am J Cardiol 2008; 101: 1-7 [PMID: 18157956]

17 Scirica BM, Morrow DA, Cannon CP, de Lemos JA, Murphy 
S, Sabatine MS, Wiviott SD, Rifai N, McCabe CH, Braunwald 
E. Clinical application of C-reactive protein across the 
spectrum of acute coronary syndromes. Clin Chem 2007; 53: 
1800-1807 [PMID: 17717132]

18 Kao PC, Shiesh SC, Wu TJ. Serum C-reactive protein as a 
marker for wellness assessment. Ann Clin Lab Sci 2006; 36: 
163-169 [PMID: 16682512]

19 Koenig W, Sund M, Fröhlich M, Fischer HG, Löwel H, 
Döring A, Hutchinson WL, Pepys MB. C-Reactive protein, 
a sensitive marker of inflammation, predicts future risk 
of coronary heart disease in initially healthy middle-aged 
men: results from the MONICA (Monitoring Trends and 
Determinants in Cardiovascular Disease) Augsburg Cohort 
Study, 1984 to 1992. Circulation 1999; 99: 237-242 [PMID: 
9892589]

20 Currie CJ, Poole CD, Conway P. Evaluation of the association 
between the first observation and the longitudinal change 
in C-reactive protein, and all-cause mortality. Heart 2008; 94: 
457-462 [PMID: 17761503]

21 Ridker PM, Rifai N, Rose L, Buring JE, Cook NR. Comparison 
of C-reactive protein and low-density lipoprotein cholesterol 
levels in the prediction of first cardiovascular events. N Engl J 
Med 2002; 347: 1557-1565 [PMID: 12432042]

22 Danesh J, Wheeler JG, Hirschfield GM, Eda S, Eiriksdottir 
G, Rumley A, Lowe GD, Pepys MB, Gudnason V. C-reactive 
protein and other circulating markers of inflammation in the 
prediction of coronary heart disease. N Engl J Med 2004; 350: 
1387-1397 [PMID: 15070788]

23 Ridker PM, Rifai N, Cook NR, Bradwin G, Buring JE. Non-
HDL cholesterol, apolipoproteins A-I and B100, standard 
lipid measures, lipid ratios, and CRP as risk factors for 
cardiovascular disease in women. JAMA 2005; 294: 326-333 
[PMID: 16030277]

24 Genest J, McPherson R, Frohlich J, Anderson T, Campbell 
N, Carpentier A, Couture P, Dufour R, Fodor G, Francis GA, 
Grover S, Gupta M, Hegele RA, Lau DC, Leiter L, Lewis GF, 
Lonn E, Mancini GB, Ng D, Pearson GJ, Sniderman A, Stone 
JA, Ur E. 2009 Canadian Cardiovascular Society/Canadian 
guidelines for the diagnosis and treatment of dyslipidemia 
and prevention of cardiovascular disease in the adult - 2009 
recommendations. Can J Cardiol 2009; 25: 567-579 [PMID: 
19812802]

25 Myers GL, Christenson RH, Cushman M, Ballantyne CM, 
Cooper GR, Pfeiffer CM, Grundy SM, Labarthe DR, Levy D, 
Rifai N, Wilson PW. National Academy of Clinical Biochemistry 
Laboratory Medicine Practice guidelines: emerging biomarkers 
for primary prevention of cardiovascular disease. Clin Chem 
2009; 55: 378-384 [PMID: 19106185]

26 Greenland P, Alpert JS, Beller GA, Benjamin EJ, Budoff MJ, 
Fayad ZA, Foster E, Hlatky MA, Hodgson JM, Kushner FG, 
Lauer MS, Shaw LJ, Smith SC, Taylor AJ, Weintraub WS, 
Wenger NK, Jacobs AK, Smith SC, Anderson JL, Albert N, 
Buller CE, Creager MA, Ettinger SM, Guyton RA, Halperin 
JL, Hochman JS, Kushner FG, Nishimura R, Ohman EM, 
Page RL, Stevenson WG, Tarkington LG, Yancy CW. 2010 
ACCF/AHA guideline for assessment of cardiovascular risk 
in asymptomatic adults: a report of the American College 
of Cardiology Foundation/American Heart Association 
Task Force on Practice Guidelines. J Am Coll Cardiol 2010; 56: 
e50-103 [PMID: 21144964]

27 Libby P. Molecular bases of the acute coronary syndromes. 
Circulation 1995; 91: 2844-2850 [PMID: 7758192]

28 Maseri A. Inflammation, atherosclerosis, and ischemic events 
-- exploring the hidden side of the moon. N Engl J Med 1997; 

28

Lubrano V et al . Inflammatory markers in coronary artery disease



February 20, 2015|Volume 5|Issue 1|WJEM|www.wjgnet.com

336: 1014-1016 [PMID: 9077383]
29 Mantovani A, Bussolino F, Dejana E. Cytokine regulation of 

endothelial cell function. FASEB J 1992; 6: 2591-2599 [PMID: 
1592209]

30 Rus HG, Vlaicu R, Niculescu F. Interleukin-6 and interleukin-8 
protein and gene expression in human arterial atherosclerotic 
wall. Atherosclerosis 1996; 127: 263-271 [PMID: 9125317]

31 Baumann H, Gauldie J. Regulation of hepatic acute phase 
plasma protein genes by hepatocyte stimulating factors 
and other mediators of inflammation. Mol Biol Med 1990; 7: 
147-159 [PMID: 1692952]

32 Schieffer B, Schieffer E, Hilfiker-Kleiner D, Hilfiker A, 
Kovanen PT, Kaartinen M, Nussberger J, Harringer W, 
Drexler H. Expression of angiotensin II and interleukin 
6 in human coronary atherosclerotic plaques: potential 
implications for inflammation and plaque instability. 
Circulation 2000; 101: 1372-1378 [PMID: 10736279]

33 Ridker PM, Rifai N, Stampfer MJ, Hennekens CH. Plasma 
concentration of interleukin-6 and the risk of future 
myocardial infarction among apparently healthy men. 
Circulation 2000; 101: 1767-1772 [PMID: 10769275]

34 Lubrano V, Cocci F, Battaglia D, Papa A, Marraccini P, 
Zucchelli GC. Usefulness of high-sensitivity IL-6 measurement 
for clinical characterization of patients with coronary artery 
disease. J Clin Lab Anal 2005; 19: 110-114 [PMID: 15900566]

35 Cesari M, Penninx BW, Newman AB, Kritchevsky SB, 
Nicklas BJ, Sutton-Tyrrell K, Tracy RP, Rubin SM, Harris TB, 
Pahor M. Inflammatory markers and cardiovascular disease 
(The Health, Aging and Body Composition [Health ABC] 
Study). Am J Cardiol 2003; 92: 522-528 [PMID: 12943870]

36 Lindmark E, Diderholm E, Wallentin L, Siegbahn A. 
Relationship between interleukin 6 and mortality in patients 
with unstable coronary artery disease: effects of an early 
invasive or noninvasive strategy. JAMA 2001; 286: 2107-2113 
[PMID: 11694151]

37 Libby P, Miao P, Ordovas JM, Schaefer EJ. Lipoproteins 
increase growth of mitogen-stimulated arterial smooth 
muscle cells. J Cell Physiol 1985; 124: 1-8 [PMID: 3930513]

38 Bonin PD, Fici GJ, Singh JP. Interleukin-1 promotes 
proliferation of vascular smooth muscle cells in coordination 
with PDGF or a monocyte derived growth factor. Exp Cell Res 
1989; 181: 475-482 [PMID: 2784386]

39 Bevilacqua MP, Pober JS, Wheeler ME, Cotran RS, Gimbrone 
MA. Interleukin 1 acts on cultured human vascular 
endothelium to increase the adhesion of polymorphonuclear 
leukocytes, monocytes, and related leukocyte cell lines. J Clin 
Invest 1985; 76: 2003-2011 [PMID: 3877078]

40 Schleimer RP, Rutledge BK. Cultured human vascular 
endothelial cells acquire adhesiveness for neutrophils after 
stimulation with interleukin 1, endotoxin, and tumor-
promoting phorbol diesters. J Immunol 1986; 136: 649-654 
[PMID: 2416819]

41 Rasmussen LT, Seljelid R. The modulatory effect of 
lipoproteins on the release of interleukin 1 by human peritoneal 
macrophages stimulated with beta-1,3-D-polyglucose 
derivatives. Scand J Immunol 1989; 29: 477-484 [PMID: 2497512]

42 Haga Y, Takata K, Araki N, Sakamoto K, Akagi M, Morino 
Y, Horiuchi S. Intracellular accumulation of cholesteryl 
esters suppresses production of lipopolysaccharide-induced 
interleukin 1 by rat peritoneal macrophages. Biochem Biophys 
Res Commun 1989; 160: 874-880 [PMID: 2785795]

43 Montesano R, Mossaz A, Ryser JE, Orci L, Vassalli P. Leukocyte 
interleukins induce cultured endothelial cells to produce a 
highly organized, glycosaminoglycan-rich pericellular matrix. J 
Cell Biol 1984; 99: 1706-1715 [PMID: 6333426]

44 Martin S, Maruta K, Burkart V, Gillis S, Kolb H. IL-1 and 
IFN-gamma increase vascular permeability. Immunology 1988; 
64: 301-305 [PMID: 3134297]

45 McKenna TM, Reusch DW, Simpkins CO. Macrophage-
conditioned medium and interleukin 1 suppress vascular 

contractility. Circ Shock 1988; 25: 187-196 [PMID: 3262452]
46 Bevilacqua MP, Pober JS, Majeau GR, Fiers W, Cotran 

RS, Gimbrone MA. Recombinant tumor necrosis factor 
induces procoagulant activity in cultured human vascular 
endothelium: characterization and comparison with the 
actions of interleukin 1. Proc Natl Acad Sci USA 1986; 83: 
4533-4537 [PMID: 3487091]

47 Wang AM, Doyle MV, Mark DF. Quantitation of mRNA by 
the polymerase chain reaction. Proc Natl Acad Sci USA 1989; 
86: 9717-9721 [PMID: 2481313]

48 Tipping PG, Hancock WW. Production of tumor necrosis 
factor and interleukin-1 by macrophages from human 
atheromatous plaques. Am J Pathol 1993; 142: 1721-1728 
[PMID: 8506944]

49 Rajamäki K, Lappalainen J, Oörni K, Välimäki E, Matikainen 
S, Kovanen PT, Eklund KK. Cholesterol crystals activate the 
NLRP3 inflammasome in human macrophages: a novel link 
between cholesterol metabolism and inflammation. PLoS One 
2010; 5: e11765 [PMID: 20668705]

50 Simon AD, Yazdani S, Wang W, Schwartz A, Rabbani LE. 
Circulating levels of IL-1beta, a prothrombotic cytokine, are 
elevated in unstable angina versus stable angina. J Thromb 
Thrombolysis 2000; 9: 217-222 [PMID: 10728019]

51 Kirii H, Niwa T, Yamada Y, Wada H, Saito K, Iwakura Y, 
Asano M, Moriwaki H, Seishima M. Lack of interleukin-1beta 
decreases the severity of atherosclerosis in ApoE-deficient 
mice. Arterioscler Thromb Vasc Biol 2003; 23: 656-660 [PMID: 
12615675]

52 Ridker PM, Rifai N, Pfeffer M, Sacks F, Lepage S, Braunwald 
E. Elevation of tumor necrosis factor-alpha and increased 
risk of recurrent coronary events after myocardial infarction. 
Circulation 2000; 101: 2149-2153 [PMID: 10801754]

53 Nian M, Lee P, Khaper N, Liu P. Inflammatory cytokines 
and postmyocardial infarction remodeling. Circ Res 2004; 94: 
1543-1553 [PMID: 15217919]

54 Ridker PM, Lüscher TF. Anti-inflammatory therapies for 
cardiovascular disease. Eur Heart J 2014; 35: 1782-1791 [PMID: 
24864079 DOI: 10.1093/eurheartj/ehu203]

55 Charo IF, Taubman MB. Chemokines in the pathogenesis of 
vascular disease. Circ Res 2004; 95: 858-866 [PMID: 15514167]

56 Serrano-Martínez M, Palacios M, Lezaun R. Monocyte 
chemoattractant protein-1 concentration in coronary sinus 
blood and severity of coronary disease. Circulation 2003; 108: 
e75 [PMID: 12963689]

57 de Lemos JA, Morrow DA, Sabatine MS, Murphy SA, Gibson 
CM, Antman EM, McCabe CH, Cannon CP, Braunwald 
E. Association between plasma levels of monocyte 
chemoattractant protein-1 and long-term clinical outcomes 
in patients with acute coronary syndromes. Circulation 2003; 
107: 690-695 [PMID: 12578870]

58 Inadera H, Egashira K, Takemoto M, Ouchi Y, Matsushima 
K. Increase in circulating levels of monocyte chemoattractant 
protein-1 with aging. J Interferon Cytokine Res 1999; 19: 
1179-1182 [PMID: 10547158]

59 Parissis JT, Venetsanou KF, Kalantzi MV, Mentzikof DD, 
Karas SM. Serum profiles of granulocyte-macrophage colony-
stimulating factor and C-C chemokines in hypertensive 
patients with or without significant hyperlipidemia. Am J 
Cardiol 2000; 85: 777-79, A9 [PMID: 12000061]

60 Garlichs CD, John S, Schmeisser A, Eskafi S, Stumpf C, 
Karl M, Goppelt-Struebe M, Schmieder R, Daniel WG. 
Upregulation of CD40 and CD40 ligand (CD154) in patients 
with moderate hypercholesterolemia. Circulation 2001; 104: 
2395-2400 [PMID: 11705814]

61 Papayianni A, Alexopoulos E, Giamalis P, Gionanlis L, Belechri 
AM, Koukoudis P, Memmos D. Circulating levels of ICAM-1, 
VCAM-1, and MCP-1 are increased in haemodialysis patients: 
association with inflammation, dyslipidaemia, and vascular 
events. Nephrol Dial Transplant 2002; 17: 435-441 [PMID: 
11865089]

29

Lubrano V et al . Inflammatory markers in coronary artery disease



February 20, 2015|Volume 5|Issue 1|WJEM|www.wjgnet.com

62 Störk S, Baumann K, von Schacky C, Angerer P. The effect of 
17 beta-estradiol on MCP-1 serum levels in postmenopausal 
women. Cardiovasc Res 2002; 53: 642-649 [PMID: 11861035]

63 Heeschen C, Dimmeler S, Hamm CW, Fichtlscherer S, 
Boersma E, Simoons ML, Zeiher AM. Serum level of the 
antiinflammatory cytokine interleukin-10 is an important 
prognostic determinant in patients with acute coronary 
syndromes. Circulation 2003; 107: 2109-2114 [PMID: 12668510]

64 Inoue T, Komoda H, Nonaka M, Kameda M, Uchida T, Node 
K. Interleukin-8 as an independent predictor of long-term 
clinical outcome in patients with coronary artery disease. Int J 
Cardiol 2008; 124: 319-325 [PMID: 17442429]

65 Blankenberg S, Barbaux S, Tiret L. Adhesion molecules and 
atherosclerosis. Atherosclerosis 2003; 170: 191-203 [PMID: 
14612198]

66 Nakashima Y, Raines EW, Plump AS, Breslow JL, Ross R. 
Upregulation of VCAM-1 and ICAM-1 at atherosclerosis-
prone sites on the endothelium in the ApoE-deficient 
mouse. Arterioscler Thromb Vasc Biol 1998; 18: 842-851 [PMID: 
9598845]

67 Ridker PM, Buring JE, Rifai N. Soluble P-selectin and the risk 
of future cardiovascular events. Circulation 2001; 103: 491-495 
[PMID: 11157711]

68 Mulvihill NT, Foley JB, Murphy R, Crean P, Walsh M. 
Evidence of prolonged inflammation in unstable angina and 
non-Q wave myocardial infarction. J Am Coll Cardiol 2000; 36: 
1210-1216 [PMID: 11028472]

69 Blankenberg S, Rupprecht HJ, Bickel C, Peetz D, Hafner 
G, Tiret L, Meyer J. Circulating cell adhesion molecules and 
death in patients with coronary artery disease. Circulation 
2001; 104: 1336-1342 [PMID: 11560847]

70 Mulvihill NT, Foley JB, Murphy RT, Curtin R, Crean PA, 
Walsh M. Risk stratification in unstable angina and non-Q 
wave myocardial infarction using soluble cell adhesion 
molecules. Heart 2001; 85: 623-627 [PMID: 11359739]

71 Doo YC, Han SJ, Park WJ, Kim SM, Choi SH, Cho GY, 
Hong KS, Han KR, Lee NH, Oh DJ, Ryu KH, Rhim CY, Lee 
KH, Lee Y. Associations between C-reactive protein and 
circulating cell adhesion molecules in patients with unstable 
angina undergoing coronary intervention and their clinical 
implication. Clin Cardiol 2005; 28: 47-51 [PMID: 15704532]

72 Hillis GS, Terregino C, Taggart P, Killian A, Zhao N, Dalsey 
WC, Mangione A. Elevated soluble P-selectin levels are 
associated with an increased risk of early adverse events in 
patients with presumed myocardial ischemia. Am Heart J 
2002; 143: 235-241 [PMID: 11835025]

73 Murase T, Kume N, Kataoka H, Minami M, Sawamura T, 
Masaki T, Kita T. Identification of soluble forms of lectin-like 
oxidized LDL receptor-1. Arterioscler Thromb Vasc Biol 2000; 
20: 715-720 [PMID: 10712396]

74 Inoue N, Sawamura T. Lectin-like oxidized LDL receptor-1 
as extracellular chaperone receptor: its versatile functions and 
human diseases. Methods 2007; 43: 218-222 [PMID: 17920518]

75 Li D, Mehta JL. Antisense to LOX-1 inhibits oxidized LDL-
mediated upregulation of monocyte chemoattractant 
protein-1 and monocyte adhesion to human coronary artery 
endothelial cells. Circulation 2000; 101: 2889-2895 [PMID: 
10869259]

76 Lubrano V, Del Turco S, Nicolini G, Di Cecco P, Basta G. 
Circulating levels of lectin-like oxidized low-density lipoprotein 
receptor-1 are associated with inflammatory markers. Lipids 
2008; 43: 945-950 [PMID: 18781352]

77 Inoue N, Okamura T, Kokubo Y, Fujita Y, Sato Y, Nakanishi 
M, Yanagida K, Kakino A, Iwamoto S, Watanabe M, Ogura 
S, Otsui K, Matsuda H, Uchida K, Yoshimoto R, Sawamura 
T. LOX index, a novel predictive biochemical marker for 
coronary heart disease and stroke. Clin Chem 2010; 56: 550-558 
[PMID: 20093560]

78 Kume N, Mitsuoka H, Hayashida K, Tanaka M, Kita 
T. Soluble lectin-like oxidized low-density lipoprotein 

receptor-1 predicts prognosis after acute coronary syndrome-
-a pilot study. Circ J 2010; 74: 1399-1404 [PMID: 20467154]

79 Kamezaki F, Yamashita K, Tasaki H, Kume N, Mitsuoka 
H, Kita T, Adachi T, Otsuji Y. Serum soluble lectin-like 
oxidized low-density lipoprotein receptor-1 correlates with 
oxidative stress markers in stable coronary artery disease. Int 
J Cardiol 2009; 134: 285-287 [PMID: 18367271 DOI: 10.1016/
j.ijcard.2007.12.069]

80 Hayashida K, Kume N, Murase T, Minami M, Nakagawa 
D, Inada T, Tanaka M, Ueda A, Kominami G, Kambara H, 
Kimura T, Kita T. Serum soluble lectin-like oxidized low-
density lipoprotein receptor-1 levels are elevated in acute 
coronary syndrome: a novel marker for early diagnosis. 
Circulation 2005; 112: 812-818 [PMID: 16061745]

81 Mosheimer BA, Kaneider NC, Feistritzer C, Sturn DH, 
Wiedermann CJ. Expression and function of RANK in human 
monocyte chemotaxis. Arthritis Rheum 2004; 50: 2309-2316 
[PMID: 15248232]

82 Kindle L, Rothe L, Kriss M, Osdoby P, Collin-Osdoby P. 
Human microvascular endothelial cell activation by IL-1 
and TNF-alpha stimulates the adhesion and transendothelial 
migration of circulating human CD14+ monocytes that 
develop with RANKL into functional osteoclasts. J Bone Miner 
Res 2006; 21: 193-206 [PMID: 16418775]

83 Simonet WS, Lacey DL, Dunstan CR, Kelley M, Chang 
MS, Lüthy R, Nguyen HQ, Wooden S, Bennett L, Boone 
T, Shimamoto G, DeRose M, Elliott R, Colombero A, Tan 
HL, Trail G, Sullivan J, Davy E, Bucay N, Renshaw-Gegg L, 
Hughes TM, Hill D, Pattison W, Campbell P, Sander S, Van G, 
Tarpley J, Derby P, Lee R, Boyle WJ. Osteoprotegerin: a novel 
secreted protein involved in the regulation of bone density. 
Cell 1997; 89: 309-319 [PMID: 9108485]

84 Hansson GK, Libby P, Schönbeck U, Yan ZQ. Innate and 
adaptive immunity in the pathogenesis of atherosclerosis. 
Circ Res 2002; 91: 281-291 [PMID: 12193460]

85 Demer LL, Tintut Y. Vascular calcification: pathobiology of a 
multifaceted disease. Circulation 2008; 117: 2938-2948 [PMID: 
18519861]

86 Ueland T, Yndestad A, Øie E, Florholmen G, Halvorsen B, 
Frøland SS, Simonsen S, Christensen G, Gullestad L, Aukrust 
P. Dysregulated osteoprotegerin/RANK ligand/RANK axis 
in clinical and experimental heart failure. Circulation 2005; 
111: 2461-2468 [PMID: 15883214]

87 Sandberg WJ, Yndestad A, Øie E, Smith C, Ueland T, 
Ovchinnikova O, Robertson AK, Müller F, Semb AG, Scholz 
H, Andreassen AK, Gullestad L, Damås JK, Frøland SS, 
Hansson GK, Halvorsen B, Aukrust P. Enhanced T-cell 
expression of RANK ligand in acute coronary syndrome: 
possible role in plaque destabilization. Arterioscler Thromb 
Vasc Biol 2006; 26: 857-863 [PMID: 16424351]

88 Pal SN, Rush C, Parr A, Van Campenhout A, Golledge J. 
Osteocalcin positive mononuclear cells are associated with 
the severity of aortic calcification. Atherosclerosis 2010; 210: 
88-93 [PMID: 20004897]

89 Smith LL, Cheung HK, Ling LE, Chen J, Sheppard D, Pytela 
R, Giachelli CM. Osteopontin N-terminal domain contains 
a cryptic adhesive sequence recognized by alpha9beta1 
integrin. J Biol Chem 1996; 271: 28485-28491 [PMID: 8910476]

90 Scatena M ,  Liaw L, Giachelli  CM. Osteopontin:  a 
multifunctional molecule regulating chronic inflammation 
and vascular disease. Arterioscler Thromb Vasc Biol 2007; 27: 
2302-2309 [PMID: 17717292]

91 Schönbeck U, Libby P. CD40 signaling and plaque instability. 
Circ Res 2001; 89: 1092-1103 [PMID: 11739273]

92 Varo N, de Lemos JA, Libby P, Morrow DA, Murphy SA, 
Nuzzo R, Gibson CM, Cannon CP, Braunwald E, Schönbeck U. 
Soluble CD40L: risk prediction after acute coronary syndromes. 
Circulation 2003; 108: 1049-1052 [PMID: 12912804]

93 Jefferis BJ, Whincup PH, Welsh P, Wannamethee SG, Rumley 
A, Lawlor DA, Ebrahim S, Lowe GD. Prospective study 

30

Lubrano V et al . Inflammatory markers in coronary artery disease



February 20, 2015|Volume 5|Issue 1|WJEM|www.wjgnet.com

of circulating soluble CD40 ligand concentrations and the 
incidence of cardiovascular disease in a nested prospective 
case-control study of older men and women. J Thromb 
Haemost 2011; 9: 1452-1459 [PMID: 21696538 DOI: 10.1111/
j.1538-7836.2011.04415]

94 Lindahl B, Toss H, Siegbahn A, Venge P, Wallentin L. Markers 
of myocardial damage and inflammation in relation to long-
term mortality in unstable coronary artery disease. FRISC 
Study Group. Fragmin during Instability in Coronary Artery 
Disease. N Engl J Med 2000; 343: 1139-1147 [PMID: 11036119]

95 Biasucci LM, Liuzzo G, Grillo RL, Caligiuri G, Rebuzzi 
AG, Buffon A, Summaria F, Ginnetti F, Fadda G, Maseri A. 
Elevated levels of C-reactive protein at discharge in patients 
with unstable angina predict recurrent instability. Circulation 
1999; 99: 855-860 [PMID: 10027805]

96 Rolph MS, Zimmer S, Bottazzi B, Garlanda C, Mantovani 
A, Hansson GK. Production of the long pentraxin PTX3 in 
advanced atherosclerotic plaques. Arterioscler Thromb Vasc 
Biol 2002; 22: e10-e14 [PMID: 12006411]

97 Peri G, Introna M, Corradi D, Iacuitti G, Signorini S, Avanzini 
F, Pizzetti F, Maggioni AP, Moccetti T, Metra M, Cas LD, 
Ghezzi P, Sipe JD, Re G, Olivetti G, Mantovani A, Latini R. 
PTX3, A prototypical long pentraxin, is an early indicator of 
acute myocardial infarction in humans. Circulation 2000; 102: 
636-641 [PMID: 10931803]

98 Lee DH, Jeon HK, You JH, Park MY, Lee SJ, Kim SS, Shim 
BJ, Choi YS, Shin WS, Lee JM, Park CS, Youn HJ, Chung WS, 
Kim JH. Pentraxin 3 as a novel marker predicting congestive 
heart failure in subjects with acute coronary syndrome. 
Korean Circ J 2010; 40: 370-376 [PMID: 20830250 DOI: 10.4070/
kcj.2010.40.8.370]

99 Kosuge M, Ebina T, Ishikawa T, Hibi K, Tsukahara K, 
Okuda J, Iwahashi N, Ozaki H, Yano H, Kusama I, Nakati 
T, Umemura S, Kimura K. Serum amyloid A is a better 
predictor of clinical outcomes than C-reactive protein in non-
ST-segment elevation acute coronary syndromes. Circ J 2007; 
71: 186-190 [PMID: 17251664]

100 Katayama T, Nakashima H, Takagi C, Honda Y, Suzuki S, 
Iwasaki Y, Yano K. Prognostic value of serum amyloid A 
protein in patients with acute myocardial infarction. Circ J 
2005; 69: 1186-1191 [PMID: 16195614]

101 Reinhart WH. Fibrinogen--marker or mediator of vascular 
disease? Vasc Med 2003; 8: 211-216 [PMID: 14989564]

102 Coppola G, Rizzo M, Abrignani MG, Corrado E, Di Girolamo 
A, Braschi A, Braschi G, Novo S. Fibrinogen as a predictor of 
mortality after acute myocardial infarction: a forty-two-month 
follow-up study. Ital Heart J 2005; 6: 315-322 [PMID: 15902930]

103 Introna M, Alles VV, Castellano M, Picardi G, De Gioia L, 
Bottazzai B, Peri G, Breviario F, Salmona M, De Gregorio 
L, Dragani TA, Srinivasan N, Blundell TL, Hamilton TA, 
Mantovani A. Cloning of mouse ptx3, a new member of the 
pentraxin gene family expressed at extrahepatic sites. Blood 
1996; 87: 1862-1872 [PMID: 8634434]

104 Garlanda C, Bottazzi B, Bastone A, Mantovani A. Pentraxins 
at the crossroads between innate immunity, inflammation, 
matrix deposition, and female fertility. Annu Rev Immunol 
2005; 23: 337-366 [PMID: 15771574]

105 Lee GW, Lee TH, Vilcek J. TSG-14, a tumor necrosis factor- 
and IL-1-inducible protein, is a novel member of the pentaxin 
family of acute phase proteins. J Immunol 1993; 150: 1804-1812 
[PMID: 7679696]

106 Norata GD, Garlanda C, Catapano AL. The long pentraxin 
PTX3: a modulator of the immunoinflammatory response in 
atherosclerosis and cardiovascular diseases. Trends Cardiovasc 
Med 2010; 20: 35-40 [PMID: 20656213 DOI: 10.1016/
j.tcm.2010.03.005]

107 Latini R, Maggioni AP, Peri G, Gonzini L, Lucci D, Mocarelli 
P, Vago L, Pasqualini F, Signorini S, Soldateschi D, Tarli L, 
Schweiger C, Fresco C, Cecere R, Tognoni G, Mantovani A. 
Prognostic significance of the long pentraxin PTX3 in acute 

myocardial infarction. Circulation 2004; 110: 2349-2354 [PMID: 
15477419]

108 Dubin R, Li Y, Ix JH, Shlipak MG, Whooley M, Peralta CA. 
Associations of pentraxin-3 with cardiovascular events, 
incident heart failure, and mortality among persons with 
coronary heart disease: data from the Heart and Soul Study. 
Am Heart J 2012; 163: 274-279 [PMID: 22305847 DOI: 10.1016/
j.ahj.2011.11.007]

109 Norata GD, Marchesi P, Pulakazhi Venu VK, Pasqualini F, 
Anselmo A, Moalli F, Pizzitola I, Garlanda C, Mantovani 
A, Catapano AL. Deficiency of the long pentraxin PTX3 
promotes vascular inflammation and atherosclerosis. 
Circulation 2009; 120: 699-708 [PMID: 19667236 DOI: 10.1161/
CIRCULATIONAHA.108.806547]

110 Salio M, Chimenti S, De Angelis N, Molla F, Maina V, 
Nebuloni M, Pasqualini F, Latini R, Garlanda C, Mantovani A. 
Cardioprotective function of the long pentraxin PTX3 in acute 
myocardial infarction. Circulation 2008; 117: 1055-1064 [PMID: 
18268142 DOI: 10.1161/CIRCULATIONAHA.107.749234]

111 Ustündağ M, Orak M, Güloğlu C, Sayhan MB, Alyan O, Kale E. 
Comparative diagnostic accuracy of serum levels of neutrophil 
activating peptide-2 and pentraxin-3 versus troponin-I in acute 
coronary syndrome. Anadolu Kardiyol Derg 2011; 11: 588-594 
[PMID: 21911319 DOI: 10.5152/akd.2011.160]

112 Soeki T, Niki T, Kusunose K, Bando S, Hirata Y, Tomita 
N, Yamaguchi K, Koshiba K, Yagi S, Taketani Y, Iwase 
T, Yamada H, Wakatsuki T, Akaike M, Sata M. Elevated 
concentrations of pentraxin 3 are associated with coronary 
plaque vulnerability. J Cardiol 2011; 58: 151-157 [PMID: 
21676590 DOI: 10.1016/j.jjcc.2011.04.005]

113 Filep JG, El Kebir D. Serum amyloid A as a marker and 
mediator of acute coronary syndromes. Future Cardiol 2008; 4: 
495-504 [PMID: 19804343 DOI: 10.2217/14796678.4.5.495]

114 Johnson BD, Kip KE, Marroquin OC, Ridker PM, Kelsey 
SF, Shaw LJ, Pepine CJ, Sharaf B, Bairey Merz CN, Sopko 
G, Olson MB, Reis SE. Serum amyloid A as a predictor of 
coronary artery disease and cardiovascular outcome in 
women: the National Heart, Lung, and Blood Institute-
Sponsored Women’s Ischemia Syndrome Evaluation (WISE). 
Circulation 2004; 109: 726-732 [PMID: 14970107]

115 Morrow DA, Rifai N, Antman EM, Weiner DL, McCabe CH, 
Cannon CP, Braunwald E. Serum amyloid A predicts early 
mortality in acute coronary syndromes: A TIMI 11A substudy. 
J Am Coll Cardiol 2000; 35: 358-362 [PMID: 10676681]

116 Harb TS, Zareba W, Moss AJ, Ridker PM, Marder VJ, Rifai 
N, Miller Watelet LF, Arora R, Brown MW, Case RB, Dwyer 
EM, Gillespie JA, Goldstein RE, Greenberg H, Hochman J, 
Krone RJ, Liang CS, Lichstein E, Little W, Marcus FI, Oakes 
D, Sparks CE, VanVoorhees L. Association of C-reactive 
protein and serum amyloid A with recurrent coronary events 
in stable patients after healing of acute myocardial infarction. 
Am J Cardiol 2002; 89: 216-221 [PMID: 11792346]

117 Pearson TA, Mensah GA, Alexander RW, Anderson JL, 
Cannon RO, Criqui M, Fadl YY, Fortmann SP, Hong Y, 
Myers GL, Rifai N, Smith SC, Taubert K, Tracy RP, Vinicor 
F. Markers of inflammation and cardiovascular disease: 
application to clinical and public health practice: A statement 
for healthcare professionals from the Centers for Disease 
Control and Prevention and the American Heart Association. 
Circulation 2003; 107: 499-511 [PMID: 12551878]

118 Maresca G, Di Blasio A, Marchioli R, Di Minno G. Measuring 
plasma fibrinogen to predict stroke and myocardial 
infarction: an update. Arterioscler Thromb Vasc Biol 1999; 19: 
1368-1377 [PMID: 10364066]

119 Kaptoge S, Di Angelantonio E, Pennells L, Wood AM, White 
IR, Gao P, Walker M, Thompson A, Sarwar N, Caslake M, 
Butterworth AS, Amouyel P, Assmann G, Bakker SJ, Barr 
EL, Barrett-Connor E, Benjamin EJ, Björkelund C, Brenner 
H, Brunner E, Clarke R, Cooper JA, Cremer P, Cushman M, 
Dagenais GR, D’Agostino RB, Dankner R, Davey-Smith G, 

31

Lubrano V et al . Inflammatory markers in coronary artery disease



February 20, 2015|Volume 5|Issue 1|WJEM|www.wjgnet.com

Deeg D, Dekker JM, Engström G, Folsom AR, Fowkes FG, 
Gallacher J, Gaziano JM, Giampaoli S, Gillum RF, Hofman 
A, Howard BV, Ingelsson E, Iso H, Jørgensen T, Kiechl S, 
Kitamura A, Kiyohara Y, Koenig W, Kromhout D, Kuller 
LH, Lawlor DA, Meade TW, Nissinen A, Nordestgaard BG, 
Onat A, Panagiotakos DB, Psaty BM, Rodriguez B, Rosengren 
A, Salomaa V, Kauhanen J, Salonen JT, Shaffer JA, Shea S, 
Ford I, Stehouwer CD, Strandberg TE, Tipping RW, Tosetto 
A, Wassertheil-Smoller S, Wennberg P, Westendorp RG, 
Whincup PH, Wilhelmsen L, Woodward M, Lowe GD, 
Wareham NJ, Khaw KT, Sattar N, Packard CJ, Gudnason V, 
Ridker PM, Pepys MB, Thompson SG, Danesh J. C-reactive 
protein, fibrinogen, and cardiovascular disease prediction. 
N Engl J Med 2012; 367: 1310-1320 [PMID: 23034020 DOI: 
10.1056/NEJMoa1107477]

120 Schäfer BW, Heizmann CW. The S100 family of EF-hand 
calcium-binding proteins: functions and pathology. Trends 
Biochem Sci 1996; 21: 134-140 [PMID: 8701470]

121 Nicholls SJ, Hazen SL. Myeloperoxidase and cardiovascular 
disease. Arterioscler Thromb Vasc Biol 2005; 25: 1102-1111 
[PMID: 15790935]

122 Schaub N, Reichlin T, Meune C, Twerenbold R, Haaf P, 
Hochholzer W, Niederhauser N, Bosshard P, Stelzig C, Freese 
M, Reiter M, Gea J, Buser A, Mebazaa A, Osswald S, Mueller 
C. Markers of plaque instability in the early diagnosis 
and risk stratification of acute myocardial infarction. Clin 
Chem 2012; 58: 246-256 [PMID: 22057876 DOI: 10.1373/
clinchem.2011.172940]

123 Baldus S, Heeschen C, Meinertz T, Zeiher AM, Eiserich JP, 
Münzel T, Simoons ML, Hamm CW. Myeloperoxidase serum 
levels predict risk in patients with acute coronary syndromes. 
Circulation 2003; 108: 1440-1445 [PMID: 12952835]

124 Yunoki K, Naruko T, Inaba M, Inoue T, Nakagawa M, 
Sugioka K, Ohsawa M, Iwasa Y, Komatsu R, Itoh A, Haze 
K, Yoshiyama M, Becker AE, Ueda M. Gender-specific 
correlation between plasma myeloperoxidase levels and 
serum high-density lipoprotein-associated paraoxonase-1 
levels in patients with stable and unstable coronary artery 
disease. Atherosclerosis 2013; 231: 308-314 [PMID: 24267244 
DOI: 10.1016/j.atherosclerosis.2013.08.037]

125 Ionita MG, Vink A, Dijke IE, Laman JD, Peeters W, van der 
Kraak PH, Moll FL, de Vries JP, Pasterkamp G, de Kleijn 
DP. High levels of myeloid-related protein 14 in human 
atherosclerotic plaques correlate with the characteristics of 

rupture-prone lesions. Arterioscler Thromb Vasc Biol 2009; 29: 
1220-1227 [PMID: 19520974]

126 Bonaca MP, Scirica BM, Sabatine MS, Jarolim P, Murphy 
SA, Chamberlin JS, Rhodes DW, Southwick PC, Braunwald E, 
Morrow DA. Prospective evaluation of pregnancy-associated 
plasma protein-a and outcomes in patients with acute coronary 
syndromes. J Am Coll Cardiol 2012; 60: 332-338 [PMID: 22813612 
DOI: 10.1016/j.jacc.2012.04.023]

127 Mahto S, Sharma SB, Dwivedi S, Puri D, Tripathi RL. 
Biomarkers for early detection of risk in female patients with 
coronary artery disease: pilot study. J Assoc Physicians India 
2013; 61: 317-319 [PMID: 24482944]

128 Iversen KK, Dalsgaard M, Teisner AS, Schoos M, Teisner B, 
Nielsen H, Grande P, Clemmensen P. Pregnancy-associated 
plasma protein-A, a marker for outcome in patients suspected 
for acute coronary syndrome. Clin Biochem 2010; 43: 851-857 
[PMID: 20388505 DOI: 10.1016/j.clinbiochem.2010.03.018]

129 Fichtlscherer S, De Rosa S, Fox H, Schwietz T, Fischer A, 
Liebetrau C, Weber M, Hamm CW, Röxe T, Müller-Ardogan M, 
Bonauer A, Zeiher AM, Dimmeler S. Circulating microRNAs 
in patients with coronary artery disease. Circ Res 2010; 107: 
677-684 [PMID: 20595655 DOI: 10.1161/circresaha.109.215566]

130 Wang GK, Zhu JQ, Zhang JT, Li Q, Li Y, He J, Qin YW, Jing Q. 
Circulating microRNA: a novel potential biomarker for early 
diagnosis of acute myocardial infarction in humans. Eur Heart 
J 2010; 31: 659-666 [PMID: 20159880 DOI: 10.1093/eurheartj/
ehq013]

131 Adachi T, Nakanishi M, Otsuka Y, Nishimura K, Hirokawa 
G, Goto Y, Nonogi H, Iwai N. Plasma microRNA 499 as a 
biomarker of acute myocardial infarction. Clin Chem 2010; 56: 
1183-1185 [PMID: 20395621]

132 Ai J, Zhang R, Li Y, Pu J, Lu Y, Jiao J, Li K, Yu B, Li Z, Wang 
R, Wang L, Li Q, Wang N, Shan H, Li Z, Yang B. Circulating 
microRNA-1 as a potential novel biomarker for acute 
myocardial infarction. Biochem Biophys Res Commun 2010; 391: 
73-77 [PMID: 19896465 DOI: 10.1016/j.bbrc.2009.11.005]

133 Zhu J, Chen T, Yang L, Li Z, Wong MM, Zheng X, Pan X, 
Zhang L, Yan H. Regulation of microRNA-155 in atherosclerotic 
inflammatory responses by targeting MAP3K10. PLoS One 2012; 
7: e46551 [PMID: 23189122 DOI: 10.1371/journal.pone.0046551]

134 Wang TJ. Assessing the role of circulating, genetic, and 
imaging biomarkers in cardiovascular risk prediction. 
Circulation 2011; 123: 551-565 [PMID: 21300963 DOI: 10.1161/
CIRCULATIONAHA.109.912568]

P- Reviewer: Dong L, Lira FS    S- Editor: Ji FF    
L- Editor: A    E- Editor: Wu HL

32

Lubrano V et al . Inflammatory markers in coronary artery disease



naïve patients, 12 wk of therapy with ledipasvir and 
sofosbuvir showed a sustained virological response 
(SVR) rate of 99%. In treatment experienced patients, 
12-24 wk of therapy with ledipasvir and sofosbuvir in 
the absence or presence of ribavirin showed an SVR rate 
of 94%-99%. In cirrhotic patients the rate of SVR was 
86% and 99% for 12 and 24 wk of therapy, respectively. 
The ledipasvir and sofosbuvir therapy showed very good 
results in different subgroups of patients regardless of 
patient’s race, alanine aminotransferase levels, sex and 
host genetic factors. The combination therapy was well 
tolerated with no emergence of resistant mutants. The 
most common adverse effects were nausea, headache 
and fatigue. With the availability of interferon free 
therapy with minimal adverse effects, it will be easy to 
decrease the future morbidity and mortality caused by 
HCV infection.

Key words: Hepatitis C; Interferon; Ledipasvir; Sofosbuvir; 
Genotype
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Core tip: The interferon based therapy for hepatitis C 
patients has a limited response with a number of adverse 
effects. The ledipasvir and sofosbuvir combination 
therapy showed a sustained virological response (SVR) 
rate of 99% in treatment naïve patients. The rate of SVR 
was 94%-99% in treatment experienced patients, while 
in cirrhotic patients the rate of SVR was 86%-99%. The 
treatment response was not affected by ethnicity or host 
genetic factors. 

Waheed Y. Ledipasvir and sofosbuvir: Interferon free therapy for 
hepatitis C virus genotype 1 infection. World J Virol 2015; 4(1): 
33-35  Available from: URL: http://www.wjgnet.com/2220-3249/
full/v4/i1/33.htm  DOI: http://dx.doi.org/10.5501/wjv.v4.i1.33

Ledipasvir and sofosbuvir: Interferon free therapy for 
hepatitis C virus genotype 1 infection

Yasir Waheed

Yasir Waheed, Atta-ur-Rahman School of Applied Biosciences, 
National University of Sciences and Technology, Islamabad 
44000, Pakistan
Yasir Waheed, Foundation University Medical College, 
Foundation University Islamabad, DHA Phase I, Islamabad 44000, 
Pakistan
Author contributions: Waheed Y solely contributed to this 
manuscript.
Conflict-of-interest: The author does not have any conflict of 
interest.
Open-Access: This article is an open-access article which was 
selected by an in-house editor and fully peer-reviewed by external 
reviewers. It is distributed in accordance with the Creative 
Commons Attribution Non Commercial (CC BY-NC 4.0) license, 
which permits others to distribute, remix, adapt, build upon this 
work non-commercially, and license their derivative works on 
different terms, provided the original work is properly cited and 
the use is non-commercial. See: http://creativecommons.org/
licenses/by-nc/4.0/
Correspondence to: Yasir Waheed, PhD, Atta-ur-Rahman 
School of Applied Biosciences, National University of Sciences 
and Technology, H-12, Islamabad 44000, 
Pakistan. yasir_waheed_199@hotmail.com
Telephone: +92-300-5338171
Received: September 1, 2014  
Peer-review started: September 2, 2014  
First decision: November 19, 2014
Revised: December 3, 2014 
Accepted: December 16, 2014  
Article in press: December 17, 2014
Published online: February 12, 2015

Abstract
Hepatitis C virus (HCV) has infected more than 200 
million people around the globe. From 2001-2011, 
interferon plus ribavirin remained the standard of care 
for patients with HCV infection. The therapy had a 
limited response with a number of side effects. Recently, 
results for phase III trials of ledipasvir and sofosbuvir 
combination therapy have been announced. In treatment 
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TO THE EDITOR
Hepatitis C virus (HCV) infection is a major health problem 
around the globe, with more than 200 million people 
infected worldwide. Although the rate of  HCV infection 
is continuously declining, the rates of  HCV associated 
morbidity and mortality are continuously increasing. 

From 2001-2011, interferon and ribavirin therapy re-
mained the standard of  care for patients living with HCV. 
The therapy had a limited response with a number of  
side effects. The major adverse effects associated with in-
terferon administration were flu like symptoms, cytopenia 
and depression, whereas ribavirin therapy causes fatigue, 
anemia, rash and pruritus. The major objective of  recent 
treatment regimens is to eliminate the interferon and rib-
avirin from the treatment regimen so that the adverse ef-
fects of  therapy can be reduced and the therapy become 
available for patients who are ineligible for the interferon 
and ribavirin therapy.

Sofosbuvir is a nucleoside analogue that can inhibit the 
HCV polymerase, approved by the Food and Drug Ad-
ministration for the treatment of  patients living with HCV. 
Ledipasvir is an inhibitor of  HCV NS5A protein, showing 
antiviral activity against HCV genotype 1 infection.

In a phase Ⅱ clinical trial, 100 patients with HCV 
genotype 1 infection who were treatment naïve or previ-
ously treated with protease inhibitors were enrolled at 
a centre in the United States. The patients were given a 
fixed-dose combination of  sofosbuvir (400 mg) and le-
dipasvir (90 mg). In cohort A, 60 treatment naïve, non-
cirrhotic patients who were given sofosbuvir plus ledipas-
vir (8 wk), sofosbuvir plus ledipasvir along with ribavirin 
(8 wk), or sofosbuvir plus ledipasvir (12 wk) showed an 
SVR rate of  95%, 100%, and 95% respectively. In cohort 
B, 40 previous non-responders to protease therapy were 
included. They were given sofosbuvir plus ledipasvir (12 
wk) or sofosbuvir plus ledispavir along with ribavirin (12 
wk), and the sustained virological response (SVR) rate was 
95% and 100%, respectively[1]. The sofosbuvir-ledipasvir 
combination therapy cured most of  patients with HCV 
genotype 1 infection, irrespective of  their treatment his-
tory. Further investigations were required to optimize the 
treatment duration and the role of  ribavirin in treatment 
response.

In a phase Ⅲ clinical trial, 865 previously untreated 
patients were enrolled and they were randomly divided 
into four groups. Group 1 received ledipasvir and sofos-
buvir for 12 wk and showed an SVR rate of  99%. Group 
2 received ledipasvir and sofosbuvir along with ribavirin 
for 12 wk and showed an SVR rate of  97%. Group 3 
received ledipasvir and sofosbuvir for 24 wk and showed 
an SVR rate of  98%. Group 4 received ledipasvir and 
sofosbuvir along with ribavirin for 24 wk and showed an 
SVR rate of  99%. The study concluded that the 12 wk 
therapy with ledipasvir and sofosbuvir was highly effec-
tive for patients living with HCV genotype 1 infection. 
No additional benefit was observed by the addition of  
ribavirin or by the extension of  therapy to 24 wk[2].

In another phase Ⅲ trial, 440 previously treated pa-

tients were enrolled, 20% of  whom had cirrhosis. The 
patients were given ledipasvir and sofosbuvir in the pres-
ence or absence of  ribavirin from 12 or 24 wk. The rate 
of  SVR achieved was 94%-99%. In patients with cir-
rhosis the rate of  SVR was 86% (ledipasvir-sofosbuvir) 
and 82% (ledipasvir-sofosbuvir plus ribavirin) with 12 
wk of  treatment, while the rate of  SVR was 99% (with 
both regimens) in patients having 24 wk of  treatment. 
The study concluded that the single tablet of  ledipasvir–
sofosbuvir showed a better rate of  SVR even in the pa-
tients who were not responders to the interferon based 
therapy[3]. 

The ledipasvir and sofosbuvir therapy produced very 
good results in different subgroups of  patients regardless 
of  patient’s race, alanine aminotransferase levels, sex and 
host genetic factors. The combination therapy was well 
tolerated. No S282T variant was observed. The most com-
mon adverse effects were nausea, headache and fatigue[2-4].

A total of  1952 patients were enrolled in three differ-
ent phase III trials of  ledipasvir and sofosbuvir, out of  
which 97% showed SVR[2-4]. Out of  the remaining 3%, 
half  of  them withdrew consent or were lost to follow-up. 
Undetectable viral RNA was not achieved in only two pa-
tients. The rate of  relapse was observed in only 2% after 
stopping therapy. The rate of  relapse was also linked with 
the treatment duration. The rate of  relapse was observed 
in 5%, 2% and 0.2% of  patients who received 8 wk, 12 
wk and 24 wk of  treatment, respectively[5]. 

With the availability of  oral, short duration, interferon 
free therapy with minimal adverse effects, the future mor-
bidity and mortality associated with HCV infection will 
decrease. The major problem with the therapy is its cost. 
The cost of  12 wk therapy with sofosbuvir alone is $84000 
and the addition of  ledispavir will further increase the 
cost[5]. The high cost of  the therapy will affect the goal 
of  providing safe and effective treatment for millions of  
patients living with HCV around the globe.
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